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carcinoma glycosphingolipid lactosylcer= 
amide sialosyl transferase 2211 

pancreas cancer mucin gene MUC1 9917 

Brefeldin 
A cholera toxin translocation 12010 
A collagen lung fibroblast 3677 
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A polymeric Ig receptor 20380 
A protein lysosome secretory transport 
2341 


A Saccharomyces invertase secretion 
5345 


A Saccharomyces secretory pathway 3040 
resistance cytotoxicity toxin sensitivity 
cerulenin 12596 
Bridge 
disulfide PAPPA proMBP protein complex 
12243 
Brindled 
mouse liver copper binding protein 1160 
Brnd 
protein mRNA brain 23390 
Broad 
bean hydroxynonenal formation nonenal 
oxygenation 6971 
Bromopiaacolone 
cysteine active site label acetylcholinester= 
as 245 
Bromouracil 
fluorouracil ionization mispair mutation 
DNA 15935 
BRS3 
bombesin receptor sequence testis pulmo= 
carcinoma 5979 
Brush 
border aspartate transport system XAG 
15361 


border disaccharidase turnover intestine 
13609 


border sodium phosphate cotransporter 
kidney 13356 
border tetraethylammonium transport 
ATP kidney 6886 
border zipper protein intestine 620 
Brushin 
lipoprotein lipase binding 14176 
Bryostatin 
protein kinase C platelet 5543 
BSC1 


cell cytoplasm antithrombin 21560 
arein 

topoisomerase DNA cleavage complex 
winding 13160 
Tog 

Hb tetramer trimer oxygen 26972 

vault ribonucleoprotein RNA sequence 
7868 


Bullous 
pemphigoid antigen gene sequence mouse 
8825 


Bundle 
microtubule tau protein 3414 
Bungarotoxin 
binding cholinoceptor alpha subunit Xeno= 
pus 18782 
Butanediol 
isomer metab perfused liver 20185 
Butoxycarbonylleucylmethionylaminochloro= 
methylcoumarin 
calpain detn hepatocyte 23593 
Butylamine 
epoxyheptenal pyrrole 16190 
Butyldeoxynojirimycin 
HIV gp120 glycosylation glucosidase anti= 
viral 570 
Butylhydroperoxide 
inositol trisphosphate receptor hepatocyte 
17917 
Butylnitrone 
phenyl photolysis nitric oxide formation 
11520 


Butyrate 
sodium cell differentiation cmyc 20466 
Butyrylcholinesterase 
fluoride 2 variant substrate affinity 
14329 


1 
s Alu RNA binding protein 6423 
4 


leukotriene hydroxydehydrogenase kidney 
18128 


CAM1 Ig domain intercellular adhesion 
24303 

peptide degrdn pancreas beta cell 16248 
23734 


protein kinase phosphatase T cell 21066 

protein phosphorylation heart 2705 

reactive protein gene sequence Xenopus 
6809 


reactive protein oligosaccharide structure 
inflammation 10007 

terminus interleukin 6 structure function 
22377 


repeat element gene H2K regulation 
27258 
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Caco 
2 differentiation fatty acid esterification 
10017 
Caco2 
cell vinblastine secretion P glycoprotein 
14991 
Cadmium 
resistance Saccharomyces protein 18850 
transport oat root vesicle 12297 
zinc tolerance Synechococcus metallo= 
thionein 4494 
Caenorhabditis 
CDC42Ce protein sequence expression 
development 13280 
cuticle protein 6600 11474 
gene CEracl G protein sequence 320 
metallothionein gene sequence develop= 
ment expression 2554 
ubiquitin ribosomal protein fusion gene 
19545 


Caffeine 
calcium release chromaffin cell 27076 
receptor radiolabel methylbromoeudisto= 
. min D prepn 18622 
1 


protein nucleosome assembly cDNA for= 
mation 14432 
CAGGTG 
element regulation human gene ODC 
27277 


Cagliari 
spectrin alanine glycine mutation helix 
22656 


Calbindin 
D28K calcium site EF hand 20917 
Calcineurin 
activation calmodulin histone H1 23788 
FK 506 immunosuppressant FKBP com= 
plex 7607 
gene transcription membrane depolariza= 
tion immunosuppressant 23111 
immunosuppressant cyclophilin cyclosporin 
complex 14040 
immunosuppressant target NF AT factor 
3747 


regulation calmodulin cell nucleus 15477 
regulatory subunit interchange mammal 
fungi 6554 
Calcitonin 
CGRP peptide mRNA splicing tissue 
8366 


fibril structure formation 6415 
gene regulation octamer binding protein 
15965 
receptor calcium sensor 19927 
structure aq soln 6408 
Calcitriol 
structure activity 13811 
Calcium 
acetyltransferase platelet activating factor 
4001 


actin binding ATP ADP 8683 
adenine nucleotide G actin myosin 13261 
ATPase chloroplast inhibition vana= 

date 12373 

alpha2 adrenergic vasopressin pertussis 
toxin 6081 

ankyrin inositol trisphosphate receptor 
lymphocyte 7290 

ATPase endoplasmic reticulum pancreas 
22262 

ATPase isoform mRNA alternative splic= 
ing 2740 

ATPase magnesium proton sarcoplasmic 
reticulum 10953 

ATPase magnesium protonation sarco= 
plasmic reticulum 10961 

ATPase mRNA alternative splicing crusta= 
cean 14090 

ATPase platelet activating factor arachi= 
donate 24751 

ATPase sarcoplasmic reticulum aminopy= 
ridine 4021 

ae calmodulin entropy enthalpy 


— domain ATPase localization 
21185 


binding domain calmodulin 25213 

binding parvalbumin conformation 20897 

binding protein hippocalcin myristoylation 
membrane 18898 

binding reticulocalbin endoplasmic reticu= 
lum 699 

binding site membrane calcium pump 
10252 


a inated ADP inositol phosphate 
calmodulin caldesmon binding myosin 
15305 
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calmodulin dependent protein kinase 
cerebrum 9143 

calmodulin domain IV yeast vertebrate 
13267 

calmodulin kinase T lymphocyte receptor 
20055 


calmodulin muscle contraction 7958 

calmodulin protein kinase autophosphory= 
lation sequence 10054 

calmodulin protein kinase longterm poten= 
tiation 7863 

calmodulin protein kinase sequence human 
5471 


colepunal regulation adenylyl cyclase 
domain 23766 

calmodulin signaling cdc2 kinase 138 

calmodulin substance P complex 12123 

calpain hepatocyte ATP 23593 

calpain nuclear matrix protein DNA 653 

calsequestrin conformation aggregation 
trifluoperazine site 24635 

cAMP gene regulation ATF1 factor 6714 

channel beta4 subunit sequence rat 
12359 

channel cadmium uptake correction of 
Vol. 267 page 25553 6064 

channel chloride potassium cystic fibresis 
24779 

channel glutamate cation selectivity 
permeability 13026 

channel L type subunit phosphorylation 
19451 

channel muscarinic receptor kinase 7768 

channel ryanodine receptor brain 19785 

channel sarcoplasmic reticulum fluorescein 
isothiocyanate 1376 

channel serotonin lung carcinoma 26240 

channel subunit sequence dihydropyridine 
receptor 3450 

chelation inositol phosphate 1521 

chelator inositol trisphosphate binding 
receptor 11528 

chemotactic peptide phorbol ester HL60 
26911 


conformation prothrombin kringle domain 


current heart nitric oxide 26286 

— T lymphocyte inositol trisphosp= 
ate 

omunde interleukin 2 promoter 8406 

cytosolic phospholipase A2 platelet throm= 

bin 26796 

cytotoxicity hepatocyte mitochondria 
ATP phosphate 3384 

ee agglutination glycoprotein 


902 
: anteediine channel cDNA sequence 


human 9275 
early response gene expression 16596 
efflux mitochondria oxidative stress NA= 


Dase 4016 
EGFlike module coagulation factor X 
26673 


endoplasmic reticulum glycoprotein oligo= 
saccharide processing 2001 

entry heparin portal vein noradrenaline 
3866 


entry pancreas acinus cGMP 10808 
entry store operated chemotactic peptide 
1 


extrusion T lymphocyte fatty acid 20812 

factor IX X aspartate hydroxylation 
23339 

factor Xa Va interaction 22531 

fibroblast bradykinin inositol phosphate 
19403 

— synovium arthritis plasminogen 

1 


filaggrin processing keratinocyte 25139 

flux — oxidization lipoprotein lazaroid 
414 

gelsolin function pH dependence 8999 

gene grp78 promoter transcription 12003 

gene myb cell cycle 627 16082 

glucagon gene expression 5168 

GLUT4 dephosphorylation insulin 3352 

heart arachidonate endothelin potassium 
channel 27335 

hepatocyte autop! 26107 

homeostasis peroxide a 
oes Cgamma2 

hydrogen ——- gene sl Es= 
cherichia 1 

IGF cell ono 710003 

indicator extrusion cell protein 21493 

a ee neuroglia G protein 


influx bradykinin tyrosine kinase 9945 
influx channel vasopressin sodium hepato> 


27515 


cyte 14632 
influx GTP 20737 
influx lacrimal gland G protein 21486 
influx pancreas cholecystokinin inositol 
trisphosphate 20237 
influx store dependent G protein 26075 
inositol triphosphate receptor 12443 
insulin secretion glucose 7785 
interleukin 3 hematopoietic cell apoptosis 


6511 

intracellular oscillation chromaffin cell 
15213 

ionophore erythropoiesis oncogene mRNA 
10876 


kidney ae sodium ATPase homeos= 
tasis 885 


a *y phosphatidylserine phorbol ester 

netain assembly three arm interaction 
17286 

= ~ aeemaaas Lpa atherosclerosis 


wan tion tyrosine 
kinase 1 

neuen aaanels RINMSF cell 
23297 


matrix metalloprotease 3 activation ther= 
mostability 4481 

mitochondria pancreas islet insulin se 
cretion 22385 

mitochondria Trypanosoma thapsigargin 
nigericin 8564 

— corticotroph vasopressin 

1 
mobilization hepatocyte inositol trisphosp= 
te 13214 

mobilization inositol trisphosphate recep= 
tor 1 

mobilization thimerosal 24078 

mobilization tyrosine phosphorylation 
phenylarsine. oxide 23697 

neutrophil LTB4 
9280 





oscillation cholecystokinin inositol tris= 
phosphate receptor 23219 

oscillation cytoplasm megakaryocyte ATP 
168 


oscillation muscarinic protein kinase C 
8425 

oscillation neutrophil tumor necrosis fac= 
tor 2134 

oscillation pancreas cytosol agonist 18654 

oscillation pancreas insulin secretion 
22265 

oscillation pituitary gonadotroph LHRH 
7713 


osteoblast thrombin receptor 21432 

pancreas gap junction 19769 

pancreas sphingosine 12353 

permeability cAMP pH speract 22408 

— methylaspartate receptor 
41 


phospholipid interaction rabphilin 3A 
domain 27164 


phospholipid synaptotagmin I C2 domain 
26386 

platelet activation thrombin p72syk kinase 
2277 


platelet fibrinogen 356 
ee omy hydrolysis T lym= 


oui re carboxyglutamate phospholipid 
binding 12040 

protein kinase C secretion 1749 

protein kinase C structure 23580 

protein kinase Paramecium 5940 

pump ATPase gene sequence human 
19717 

pump ATPase mRNA splicing human 


5993 
pump calmodulin domain cell membrane 

10621 
kinase Plas= 


a 





— channel activation site muscle 

13414 

release channel conformation sarcoplasmic 
reticulum 22642 

release channel FKBP12 sarcoplasmic 
reticulum 22992 

— * i—c; ryanodine receptor review 
1 


release chromaffin cell caffeine 27076 

release cyclic ADP ribose egg 293 

release inositol trisphosphate kinase phos= 
phatase 10997 

release inositol trisphosphate receptor 
phosphorylation 732 

release organelle inositol trisphosphate 
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25887 Nut 
release pancreas glucose depolarization 
9953 


release quantal inositol trisphosphate 
25206 


release triad muscle frog 25432 

sensor calcitonin receptor 19927 

sequestration release rod outer segment 
449 


site ATPase glutamate muscle 15944 

site calbindin D28K EF hand 20917 

site calmodulin glutamate activation en= 
zyme 20096 

sodium exchange blood platelet 6874 

sodium exchange heart FMRFamide 200 

sodium exchange heart mitochondria 938 

sodium exchanger heart ankyrin 11489 

spiking aorta smooth muscle 6945 

$100 glial fibrillary acidic protein 12669 

transfer enzyme interaction calmodulin 
magnesium 12388 

transport ATPase alanine sarcoplasmic 
reticulum 18359 

transport ATPase gene aorta hypertension 
8325 


transport ATPase phospholamban heart 
muscle 17018 

transport ATPase sarcoplasmic reticulum 
phospholamban 11486 

transport endothelium integrin assocd 
protein 19931 

transport heart lipoprotein 3767 

transport liver inositol trisphosphate 
23601 

transport macrophage ATP receptor 
18640 


transport mitochondria permeability tran= 
sition pore 1005 

transport platelet tyrosine kinase 18151 

transporter autoinhibitory domain beta 
conformation 17120 

transporting ATPase activation protein 
kinase 8394 

trichohyalin 12164 

troponin C disulfide bond heart 6827 

troponin C heart thin filament 24067 

troponin C structure heart 20966 

troponin structure muscle contraction 

9232 


troponin tropomyosin actin filament con= 
formation 7101 
uptake nucleus liver inositol tetrakis= 
phosphate 26248 
uptake Saccharomyces bovine protein 
kinase 3456 
Caldesmon 
binding myosin calcium calmodulin phos= 
phorylation 15305 
calmodulin muscle contraction 7958 
functional domain smooth muscle 10969 
tropomyosin myosin ATPase smooth mus= 
cle 12317 
Californium 
252 desorption MS endotoxin analysis 
12321 
Calmodulin 
activation phosphorylase kinase electro> 
static mechanism 4120 
adenylate cyclase cooperativity Bordetella 
1690 


binding acidic protein sequence brain 
13703 


binding glutamate decarboxylase petunia 
aminobutyrate 19610 

binding HIV envelope glycoprotein 22895 

binding peptide selection bacteriophage 
library 23025 

binding protein phosphorylation NGF 
17951 


binding site HSP90alpha HSP90beta 
protein 9604 
calcium binding entropy enthalpy 7090 
calcium caldesmon binding myosin 15305 
— dependent protein kinase cerebrum 
14 


calcium kinase T lymphocyte receptor 
20055 
calcium protein kinase ATPase activation 
8394 
calcium protein kinase longterm potentia> 
tion 
calcium protein kinase sequence human 
71 
calcium regulation adenylyl cyclase domain 
23766 


calcium signaling cdc2 kinase 138 
calcium site glutamate activation enzyme 


calcium transfer enzyme interaction mag> 
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nesium 12388 

caldesmon myosin kinase muscle contrac> 
tion 7958 

— enzyme activation histone H1 


dependent kinase III pancreas reticulocyte 
13422 


dependent protein kinase IV brain 26171 

domain ATPase isoform alternative splic= 
ing 2740 

domain cell membrane calcium pump 
10621 


domain IV calcium yeast vertebrate 
13267 


domain neuromodulin neurogranin phos= 
phorylase kinase 6207 

— 0 calcium pump inhibition 
171 

functional domain fusion protein 25213 

kinase II cDNA sequence rat 14443 

kinase II phosphoprotein phosphatase 2C 


kinase neutrophil tumor necrosis factor 
2134 


kinesin ATPase brain 11176 

lysine ionization NMR 22420 

MARCKS system cAMP formation 1995 

protein kinase I autophosphorylation 
threonine 26512 

protein kinase II basal autophosphoryla= 
tion 7163 

regulation protein phosphorylation cell 
nucleus 15477 

site adenylate cyclase conformation Bacil= 
lus 1695 

site myosin light chain kinase 12484 

substance P complex calcium 12123 

troponin C conformation function 11685 

Calnexin 

calreticulin Schistosoma antigen SmIrV1 
sequence 7692 

“a — characterization heart 


cDNE sequence human 9585 
an INA sequence Arabidopsis 


ume characteristics cell nucleus rat 
4291 


Calothrix 
apcE gene Lcm Synechococcus phycobili= 
some 8277 
Calpain 
activation blood platelet 7422 
connexin 32 protein kinase C 14294 
hepatocyte ATP calcium 23593 
II alpha crystallin chaperone cataract 
18844 


II crystallin cataractogenesis 1937 
kininogen binding inhibitory site structure 
26546 


nuclear matrix protein DNA calcium 653 
pp60sre degrdn blood platelet 12603 
p94 formation autolysis muscle 10593 
subunit cDNA sequence stomach rat 
19476 
subunit domain autolysis 25740 
Calponin 
sensei kinase C smooth muscle 6194 
Calreticulin 
calnexin Schistosoma antigen SmIrV1 
sequence 7692 
Calsequestrin 
conformation aggregation calcium trifluo= 
perazine site 24635 
Caltrin 
sperm acrosome reaction 5309 


kinase II long term potentiation 7863 

cAMP 

activation phosphoenolpyruvate carboxyki= 
nase gene promoter 3791 

asialoglycoprotein receptor expression 
19540 


beta adrenoceptor fibroblast Alzheimer 
14616 


calcium gene regulation ATF 1 factor 
6714 


calcium permeability pH speract 22408 

cGMP deriv permeability membrane 
6316 

chloro protein kinase isoenzyme 5774 

cholinergic receptor gene muscle 2893 

CREB phosphoenolpyruvate carboxykinase 
gene transcription 613 

cytokine vascular muscle nitric oxide 
24959 

dependent protein kinase domain interac= 
tion 

dependent protein kinase stathmin 20076 
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dopamine D1 receptor 14757 

epithelium chloride secretion phorbol 
ester 19070 

G protein adipocyte lipolysis EGF sien 

G — transcription CCAAT bo 


gene regulation Dictyostelium protein 
kinase 6323 


glu on = expression 5168 
osphorylation glucose transport 


GLUTS. protein transcription adipose 
diabetes 640 

inhibited RNA binding protein liver 
24203 

insulin acetyl CoA carboxylase gene 
17811 


insulin secretion glucose calcium 7785 

—— renin mRNA 24138 

iver protein degrdn newborn 1610 

m1 muscarinic beta2 adrenergic receptor 
7949 

PAF receptor gene transcription monocyte 
17457 


parathormone related peptide PGE1 
1174 


phorbol ester gene sprl human 10977 
phosphodiesterase IVB rolipram inhibition 
6470 


phosphodiesterase sequence mRNA muscle 
human 12925 

progesterone receptor DNA 9262 

protein kinase aminoalc peptide configura= 
tion 10713 

protein kinase C osteoblast PGHS 25643 

protein kinase catalytic subunit autophos= 
phorylation 18626 

protein kinase erythroleukemia gene Hb 
20252 

protein kinase kinetics peptide pH 7747 

protein kinase mutation leukemia apopto= 
sis 8332 

protein kinase sodium channel nerve 
27355 


protein kinase Tau phosphorylation site 
1166 


regulation potassium channel gene 26482 

regulatory element cyclosporin A FK506 
23111 

response element binding protein tran= 
scription 16999 

response element glucocorticoid receptor 
5353 


— element IGFBP1 gene human 

response element PEPCK gene promoter 
24976 

response element somatotropin promoter 
14906 

response salivary protein rat cDNA 
10214 


responsive element retrotransposon VL30 
ACTH 3952 

responsive element tyrosine hydroxylase 
gene 15689 

= transporter choriocarcinoma 


sodium taurocholate cotransport hepato= 
cyte 17734 

sterol transport cell 25343 

subunit mRNA B cell neoplasm 23483 

transplasma membrane redox system 
26346 

Camptothecin 

antitumor resistance DNA topoisomerase 
mechanism 22322 

DNA topoisomerase I inhibition lapachone 
22463 


Campylobacter 
ee oligosaccharide struc= 
ture 6263 
PEB1 protein sequence 18717 
polysaccharide antigen teichoate lipopoly= 
saccharide 18321 
CAM105 
adhesion mol liver ontogeny 6139 
Canalic 
plasma membrane phosphatidylcholine 
flippase liver 3976 
Canaliculus 
bile acid transport glycoprotein 2083 
Canavalia 
asparaginyl endopeptidase sequence 3525 
Cancer 
breast — IGF IGFBP3 14964 
booms? ae p45 protein p180erbB4 


wane’ IGFBP3 receptor 26045 
breast pancreas mucin gene MUC1 9917 
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breast protein ~ antiestrogen estradiol 
14103 26032 

lung aminoacylase 1 gene expression 
17010 


Candida 
adhesin mannoprotein 18293 
ATPase subunit precursor gene sequence 


beta glucosidase kinetics cellooligosacchar= 
ide fermn 9337 
canditropsin cloning expression property 
43 


glucosamine phosphate deaminase gene 
sequence 9206 

lipase conformation active site activation 
12843 


metallothionein gene regulation ACE1 
AMT1 12512 
Canditropsin 
cloning expression property Candida 
20143 
Canditropsinogen 
sequence expression activation Candida 
20143 


Canis 
adenylyl cyclase isoform sequence 2273 
CAP 


protein cDNA sequence rat 13448 
translation necrosis virus RNA 9504 
Capacitative 
calcium influx G protein 26075 
Capillary 
calcium brain ADP inositol phosphate 
8787 


endothelium activin transforming growth 
- a 23066 


ceramide growth inhibition Saccharomyces 
9255 


Capping 
enzyme mRNA domain vaccinia virus 
7256 


enzyme RNA vaccinia virus 21253 
Capsule 
clan acid gene Streptococcus 14568 
achol 
ae pancreas CCK desensitization 
22436 
Carbamoylphosphate 
synthetase subunit domain allosteric regu= 
lation 12504 
Carbethoxylation 
histidine lysozyme CD 11090 
Carbohydrate 
binding protein 35 domain conformation 
14932 


binding protein 35 saccharide 14940 

deficient glycoprotein syndrome oligosac= 
charide transfer 5783 

heterogeneity recombinant antithrombin 
Il eee 8 17588 

procathepsin L folding stability secretion 
11456 


protein band 3 erythrocyte ovalocytosis 
10676 


Carbohydrates 
See also Monosaccharides, Polysacchar= 
ides, Pyranoses, Sugars, etc. 
Carboligase 
glyoxylate Escherichia sequence 3911 


arbon 
metab folate folylpolyglutamate synthetase 
21665 


monoxide chloroperoxidase heme structure 
Raman 6189 


monoxide dehydrogenase gene transcrip= 
tion Methanosarcina 23172 

monoxide dehydrogenase metal center 
Methanosarcina 325 

monoxide forming enzyme Klebsiella 


1466 
monoxide Hb nematode 16993 
13 = microorganism culture metab 


13 NMR oxidative metab heart 26296 
13 NMR plant metab 3986 
Carbonic 
anhydrase II gene promoter transcription 
81 


anhydrase II hydrogen bond network 


anhydrase II stability kinetics histidine 
4775 

anhydrase inhibitor fl thy] lfonam= 
ide 26233 

anhydrase isoenzyme conformation activity 
mutation 948 

Carboxy 
terminal domain insulin receptor kinase 
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22444 
terminus NGF bioactivity 23202 
er 
omain factor VIIa 16231 
protein C calcium phospholipid binding 
12040 
prothrombin procoagulant activity pro= 
thrombinase 24339 
Carboxykinase 
phosphoenolpyruvate gene glucocorticoid 
receptor 5353 
phosphoenolpyruvate gene promoter cAMP 
activation 3791 
phosphoenolpyruvate gene promoter hor= 
mone response 24976 
phosphoenolpyruvate gene transcription 
CREB cAMP 613 
phosphoenolpyruvate gene transcription 
diabetes coins 12952 
phosphoenolpyruvate mRNA stabilization 
cAMP protein 24203 
phosphoenolpyruvate vicinal cysteine 
location 1628 
Carboxyl 
domain ferredoxin NADP reductase 
19267 
domain P glycoprotein endoplasmic reticu= 
lum 6903 


group coordination magnesium cytochrome 
oxidase 22210 
proteinase thermostable kumamolysin 
Bacillus 349 
eee DNA topoisomerase Drosophila 
1 


terminus domain TRH receptor internali= 
zation 2389 

terminus evolution aldolase isoenzyme 
activity 10826 

terminus function DNA polymerase II 
21328 

terminus PA28 protein limited proteolysis 
22514 


terminus role transcarboxylase activity 
stability 16413 
transfer transcarboxylase biotinyl subunit 
determinant 2232 
Carboxylase 
acetyl CoA gene insulin cAMP 17811 
—_ ei gene sequence Cyclotella 


1 

acetyl CoA heart fatty acid 25836 

acetyl CoA subunit chloroplast pea 25118 

acetylCoA gene glucose pancreas 18905 

pyruvate interaction enzyme mitochondria 
mammal 17935 

ribulose bisphosphate activase ATP do= 
main 14239 

ribulose bisphosphate catalytic intermedi= 
ate structure 25876 

ribulose bisphosphate oxygenase chemilu> 
minescence manganese 13877 

ribulose bisphosphate oxygenase large 
subunit 13519 

ribulose bisphosphate oxygenase monomer 
conformer 25914 

ribulose bisphosphate oxygenase mutation 
substrate 7818 

ribulose diphosphate glutamate Rhodospi= 
rillum 26583 

a K dependent gamma glutamyl 


Carboxylesterase 
cholesteryl ester hydrolase size 17867 
Carboxymethylation 
prenylation YPT5 protein Schizosaccharo= 
myces 24467 
Carboxypeptidase 
A inactivation thymidylate synthase Lac= 
tobacillus 10102 
PA28 protein processing inactivation 
22514 


polypeptide precursor processing yeast 
534 


Carbyoxylase 
acetyl CoA gene sequence 10946 
Carcinoembryonic 
antigen epitope idiotypic cascade 14138 
Carcinogenesis 
liver diradylglycerol protein kinase C 
2100 


Carcinoma 

bladder tissue inhibitor metalloproteinase 
14387 

breast glycosphingolipid lactosylceramide 
sialosyl transferase 2211 

colon differentiation protein kinase trans= 
duction 8181 

colon glycoprotein LAMP1 adhesion selec= 
tin 12675 


27517 
colon glyoxalase I human 5661 
—— gene expression regulation 


colon proliferation diacylglycerol 5255 
= transforming growth factor alpha 
691 


colorectal cmyc gene mutation 20466 
a acres hormone related gene 


lng bo bombesin ptor BRS3 





“4 


mn. + channel serotonin 26240 

skin mall gene e: ~ yen 17362 

small cell gene NSP transcription 13439 
Cardiac 

rr Pa sodium potassium AT= 


TOT determinant ATPase HeLa cell 


myosin gene promoter TRE mouse 4331 
ardiolipin 
ype ool binding reversal DNA 1074 
mitochondria function CHO cell mutant 
eau idylgl 1 phos id 
phosphatidylglycerol p hati “<< o? 
phosphate synthase CHO ce 22908 
synthase inner membrane tens ee 
liver 74 
Cardiomyopathy 
heart dystrophin glycoprotein 11496 
Carmin 
unfolding dissocn SDS sequential mecha> 
nism 14769 
Carnitine 
acetyltransferase cDNA Saccharomyces 
sequence 1824 
acetyltransferase YAT1 gene 27428 
liver protectant electron transport 13791 
octanoyltransferase liver microsome 4519 
palmitoyltransferase hepatocyte fatty acid 
Protein 26866 








Pp y ‘ase yme mem= 
brane topol 5810 
palmitoyltransferase rat sequence 5817 

Carrier 
= _ cysteine residue mitochondria 
taurocholate transport oocyte toad 6985 

Carrot 
phosphatidylinositol kinase activator 

protein sequence 392 

Cartilage 

acid metalloprotease identification strome= 
lysin 1 21906 

glycoprotein gp39 chondrocyte liver 
25803 


lamprin variant cDNA sequence lamprey 
1440 


matrix glycoprotein structure function 
ceruloplasmin 4407 
matrix vesicle compn mineralization 
84 


Casein 

kinase I delta sequence rat 6394 

kinase II beta subunit transcription 5694 

kinase II copurifn phosphorylation protea= 
some 17413 

kinase II DNA topoisomerase Saccharo= 
myces 22920 

> phosphorylation calnexin heart 


kinase II synaptotagmin I threonine 6816 

kinase insulin receptor substrate phospho= 
rylation 18157 

kinase lectin L29 phosphorylation 26712 

ee vitamin D receptor 


kinase regulation calmodulin cell nucleus 
15477 


protein kinase interleukin 1 4236 
Castration 
gene TRPM2 transcription rat prostate 
5021 


Catalase 
adriamycin bleomycin paraquat cytotoxici= 
ty 19039 
superoxide dismutase conjugate heart 
ischemia 416 
Catalysis 
cytochrome P 450BM3 FMN 7553 
Catalyst 
metal oxidn protein indicator 12341 
Catalytic 
core myosin light chain kinase 26578 
domain conformation stromelysin 1 calcium 
4481 
subunit cAMP protein kinase autophos= 
phorylation 18626 
ockeets rotein ce 2A methyl= 
erase 191 
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Cataract 
alpha crystallin chaperone calpain II 
18844 


a diabetes fructose kinase lens 
7763 


glycosphingolipid neutral eye lens 13242 
Cataractogenesis 

calpain II crystallin 1937 
Catecholamine 

adipocyte lipolysis EGF 17199 

exocytosis adrenal medulla 14694 
Catharanthus 

desacetoxyvindoline hydroxylase 5504 
Cathepsin 

B substrate specificity glutamate 235 

E recombinant 7276 

fusion lysozyme glycosylation phosphory= 

lation oligosaccharide 19690 
G inhibition thrombospondin 1 mechanism 


ene human sequence mapping 1039 

g human recom avant expression Saccha> 

romyces 4832 
Cation 

brain membrane inositol hexakisphosphate 
binding 1032 

channel! methylaspartate receptor 410 

channel porin voltage regulation myco> 
bacteria 6234 

divalent cytosine deaminase iron Escheric= 
hia 24005 

domain ATPase lysine 11622 

kidney hyperglycemia diabetes hyperten= 
sion hypertrophy 991 

myeloid cell inositol triphosphate receptor 
12443 

protein kinase C calcium structure 23580 

selectivity permeability calcium channel 
glutamate 13026 

site alteration alk phosphatase Escherichia 

1497 


site glutamate ATPase Propionigenium 
14557 

sugar transport Escherichia melibiose 
carrier 10060 

VLA4 antigen adhesion fibronectin 228 

Cationic 

amino acid transport MCAT protein 

20796 


amino acid transporter liver 7538 

protein eosinophil chaperone GroEL bind= 
ing 4499 

Cattle 

acetylgalactosaminyltransferase cDNA 
sequence 12609 

ADP ribosylation factor 2 gene 4863 

Ad4 binding protein cDNA sequence 

494 


arrestin3 long short form sequence 15640 
chloride channel protein cDNA sequence 


collagen V XI sequence vitreous 9381 
cyclic nucleotide phosphodiesterase isoen= 
zyme sequence 645 
cylophilin ERBC cDNA sequence 13187 
enterokinase light subunit cDNA sequence 
23311 
Gplla glycoprotein cDNA sequence 
11073 


growth hormone mRNA alternative splic= 
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cylophilin ERBC nell ontt a 13187 
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epoxide hydrolase sequence mouse liver 
17628 


epoxide hydrolase sequence rat liver 


KEYWORD INDEX 


17623 

ETc receptor sequence Xenopus melano= 
phore 19126 
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glyoxalase I cloning sequence human 
11217 


— I sequence human colon 5661 

emadin sequence Haemadipsa 8590 

Hb BC subunit Rana 26961 

hydroxyarylamine sulfotransferase se= 
quence liver rat 24720 

integrin subunit alphal human sequence 
2989 


ion exchanger rat sequence 11925 
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metalloendopeptidase rabbit sequence 
12498 


methylmalonate semialdehyde dehydroge= 
nase sequence cattle 13738 
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rat human dihydropteridine reductase 
construction 2 
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sequence ASCT1 transporter human 
15329 

sequence ATPase subunit A human 7075 
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26059 

sequence cGMP phosphodiesterase lung 
cattle 22863 
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sequence cholecystokinin B receptor 
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sequence cytochrome oxidase subunit 
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sequence endothelin receptor 3873 
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sequence enterokinase light subunit cattle 
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sequence glutamylcysteine synthetase 
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sequence glutathione peroxidase 
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sequence glycine transporter brain 22802 
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sequence growth differentiation factor 
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splicing 9879 

sequence gustatory protein coupled recep= 
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sequence hemopexin rabbit 6256 

sequence hepatocyte growth factor activa> 
tor 10024 

sequence human phosphorylase kinase 
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sequence hydroxysteroid dehydrogenase 2 
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sequence Mac?2 binding protein human 
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protein 2337 
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sequence meprin A subunit mouse 21035 

sequence metalloelastase human alveolus 
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sequence N DA receptor human 3728 

sequence NMDA receptor subunit 2836 

sequence nucleoside diphosphate kinase 
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sequence phosphodiesterase IVB brain 
human 6470 

sequence phosphofructokinase subunit 
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— phospholipase C beta Xenopus 
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sequence phospholipase C beta3 rat 6654 
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sequence proteasome Dm25 subunit Dro= 
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sequence protein kinase C theta 4997 

sequence protein kinase I rat 26512 

sequence protein PS4e rabbit 9387 
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sequence protein serine threonine kinase 
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sequence protein tyrosine phosphatase 
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sequence RBP protein receptor cattle 
20540 
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sequence rhodniin Rhodnius 16216 
sequence Sarcophaga antifungal protein 


sequence SATT transporter human 
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sequence sodium glucose cotransporter 
pig 25041 

sequence starch branching enzyme RBE3 
19084 


sequence stress inducible macrophage 
protein 18633 

sequence superoxide dismutase rat glioma 
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sequence thioesterase B Anas 14278 
sequence towel gourd trypsin inhibitor 
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sequence type XIV collagen chicken 
12177 

sequence zipper protein isoform chicken 
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serine hydroxymethyltransferase sequence 
human 

SKALP elastase inhibitor sequence human 
12028 

skelemin sequence cytoskeleton muscle 
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sodium amino acid cotransporter sequence 
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sodium channel sequence rat brain 18648 
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surfactant protein A receptor sequence 
18679 


synaptotagmin I sequence phosphorylation 
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titin sequence chicken 22900 

transcription factor CREBPa sequence 
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pete pee transport protein mito= 
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tyrosine phosphatase sequence splicing 
Drosophila 23964 
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UDP glucuronosyltransferase rabbit se= 
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voltage dependent anion channel human 
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antigen fibroblast macrophage responsive= 
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antigen lipopolysaccharide binding 24818 
antigen lipopolysaccharide protein tyrosine 
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receptor signal transduction B lympho= 
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antigen sialate binding lectin 7011 
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antigen lectin oligosaccharide sialate 
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antigen gene sequence mapping mouse 
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antigen subunit phosphorylation TCR 
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polyphosphoinositide hydrolysis calcium T 
lymphocyte 783 
aa complex fyn protein kinase 16537 
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cell aggregation surface glycosaminoglycan 
16037 
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monocyte receptor low d lipoprotein 
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protein binding thromb din d 
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antigen ADP ribose cyclase 26052 
antigen NAD glycohydrolase retinoate 
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antigen glycosylation CHO | cell 3260 
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PDGF receptor kinase 19882 
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side GM1 1368 6064 
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antigen domain protein tyrosine phospha= 
tase 6835 

antigen protein kinase activity Ick 8958 

T cell activation phenylarsine oxide 
23697 

CD8 

antigen assembly transport transmem= 
brane domain 2 
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factor aspartate aminotransferase gene 
promoter 6567 

interleukin induction fibrinogen gene 
22650 


regulation mouse acid glycoprotein gene 
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transcription element endoperoxide syn= 
thase gene 21931 
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acetylcholinesterase assembly secretion 


actin parainfluenza virus genome tran= 
scription 5703 

adhesion binding alpha3betal integrin 
22036 

adhesion ganglioside GM3 integrin 2217 

adhesion glycosaminoglycan sponge 4922 

adhesion integrin betal structure 17597 

adhesion integrin protein kinase C 21459 

adhesion integrin protein tyrosine phos= 
phorylation 17270 

adhesion mol CAM105 liver ontogeny 
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adhesion mol opioid binding 18280 

adhesion mol osteogenic protein 25197 

adhesion motif thrombospondin 1 8808 

adhesion protein tyrosine phosphatase 
16101 

adhesion ae phosphorylation pp125K 
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aging te 
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release 11057 
B antigen CD20 _ regulation 5949 
= invasin disulfide loop domain 


one oH indicator extrusion protein 
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cycle cyclin subtype gene lymphocyte 
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cycle differentiation trapoxin histone 
deacetylase 22429 

cycle DNA polymerase primase gene 
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cycle endothelium protein kinase C 
23041 


cycle FGF tyrosine phosphorylation 9611 
cycle FM3A ubiquitin conjugating system 
16803 


cycle gene myb calcium 627 16082 

cycle G2 DNA cyclin kinase 8298 

cycle histone H1 phosphorylation H3 
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cycle IGF calcium 10003 
cycle inositol polyphosphate thymocyte 
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cycle NIMA protein kinase Aspergillus 
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ane e rotein HDF Saccharomyces 12895 

cycle PTK72 tyrosine kinase 2 

cycle rapamycin FKBP12 ~t kinase 
25385 

cycle regulation cyclin gene human 1310 

cycle Saccharomyces inositol phospholipid 
metab 3374 

cycle T lymphocyte tyrosine phosphoryla= 
tion 26144 

cycle ubiquitin metab egg frog 21205 

death interleukin bcel2 gene 22733 

death programmed Bcl2 oncoprotein do= 
main 10920 

differentiation chromosome mobility pro= 
tein 14 13632 

differentiation core 2 acetylglucosaminyl= 
transferase 5409 

differentiation erythroid inhibition phor= 
bol ester 5089 

differentiation keratin gene control ele= 
ment 377 

differentiation sodium butyrate cmyc 
elongation 20466 

DNA mitochondria deletion Pearson syn= 
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exocrine endocrine glycoprotein GP2 
25694 
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fusion influenza virus hemagglutinin 
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growth cytotoxicity DNA formation inhib= 
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growth death ceramide structure 26226 

heat shock eIF2 protein phosphorylation 
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—a protein kinase C mRNA 
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human DNA repair methylguanine 15878 
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matrix interaction carbohydrate proteogly= 
can 15779 

membrane calcium pump calmodulin 
domain 10621 

membrane creatine uptake brain 8418 
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membrane fluidity DNA formation Es= 
cherichia 24665 

membrane protein internalization MHC 
antigen 22809 
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nucleobase transport sodium 20085 
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nucleus interleukin inducible protein 
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osmoregulation protein tyrosine phospho> 
rylation 19919 
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prohormone convertase PC2 processing 
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proliferation differentiation protein kinase 
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reductase 26200 
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proliferation steel colony stimulating 
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tumor necrosis factor signal transduction 
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— ay membrane cystic fibrosis 
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atriopeptin seminal plasma 3698 
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inhibited cyclic nucleotide phosphodiester= 
ase sequence 18573 

phosphodiesterase activation mechanism 
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phosphodiesterase activation recoverin 
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phosphodiesterase cDNA sequence lung 
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phosphodiesterase interaction transducin 
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phosphodiesterase subunit inhibition 
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phosphodiesterase transducin GTPase 
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protein kinase platelet leukemia nitrovaso= 
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farnesyl protein transferase inhibition 
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light kinesin cDNA sequence Drosophila 
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Channel 
amino acid lining GABAergicA receptor 
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anion mitochondria brain 23289 
calcium beta4 subunit sequence rat 
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calcium — vasopressin sodium hepato= 
cyte 146 
calcium L pl subunit phosphorylation 
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calcium muscarinic receptor kinase 7768 

calcium pore glutamate ring heart 13026 

calcium release activation site muscle 
13414 

calcium release conformation sarcoplasmic 
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calcium release ryanodine receptor review 
13765 

calcium ryanodine receptor brain 19785 

calcium sarcoplasmic reticulum fluorescein 
isothiocyanate 1376 

calcium serotonin lung carcinoma 26240 

calcium subunit sequence dihydropyridine 
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cation porin voltage regulation mycobacte= 
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ad pein protein kinase phosphatase 
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chloride CFTR protein nucleotide 15336 

chloride indanyloxyacetate sarcolemma 
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chloride potassium calcium cystic fibrosis 
24779 

chloride protein cDNA sequence cattle 
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dihydropyridine calcium cDNA sequence 
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Escerichia colicin phosphate efflux ATP 
17775 

ion gap junction connexin 56 706 

ion mitochondria permeability transition 
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nicotinic receptor pore lining 14601 

potassium Androctonus kaliotoxin 26302 

— AP3 clathrin assembly protein 
1625. 
tassium arachidonate endothelin calcium 
heart 27335 

potassium gene cAMP regulation 26482 

potassium Kv subunit interaction mammal 
13799 

potassium margatoxin Centruroides venom 
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potassium melanoma actin binding protein 
4596 


potassium muscarinic heart G protein 
24551 

protein pore glycine receptor brain 14608 

sodium amiloride receptor intestine ep= 
ithelium 7856 

sodium G protein depolarization 9824 

— mN NA splicing development brain 


me. coun binding brain 17114 

sodium serine phosphorylation dephospho= 
tylation brain 27355 

transport chloride phosphorylation cystic 
fibrosis 20259 

vine dependent anion isoform sequence 
1 


voltage gated potassium transport struc> 
ture 23777 

water CHIP28 function cysteine 17 

water CHIP28 function localization 
22756 

Chaperone 

alpha crystallin — II cataract 18844 

penser HSP25 1046 

DnaK GroEL mechanism protein confor= 
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Dnak protein hydrophobic amino acid 
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9 
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conformation antifreeze peptide activity 
16396 
lipoprotein cholesterol ester exchange 
TR 16352 


Chelation 


calcium inositol phosphate 1521 


Chelator 


calcium inositol trisphosphate binding 
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doreductase Ascaris 20360 

transfer intramol amine oxidase pea 
17680 

transfer peroxidase arom donor histidine 
22292 


transfer photosystem II gene psbJ 1575 

transfer xanthine dehydrogenase milk 
radi 2 

transport liver protectant cyclosporin 
carnitine 13791 

transport pheophytin plastoquinone cop= 
per inhibition 1684 

transport rate — diffusion mito> 
chondria 1544 


17063 
iron responsive binding protein 27327 
neg regulatory human gene CYP1A1 
17384 
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factor lalpha organ ontogeny 24453 

initiation factor 2 K3L protein 12837 

transcription complex RNase factor SII 
2 


translation eIF2 alpha beta mRNA 13748 
Embryo 

brain DNA topoisomerase 19076 

brain lactosylceramide acetylglucosaminyl= 
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peroxisome proliferator receptor 5530 
Enantioselectivity 

epoxide hydrolase cytosol 6402 
Encephalomyocarditis 

virus RNA polymerase binding 26093 
Endoacetylglucosaminidase 

HS saliva 16074 
Endocrine 

cell glycoprotein GP2 25694 

docytic 

compartment cell surface prion protein 

15922 


Endocytosis 
adhesin Chlamydia protein 23139 
alk es membrane cholesterol 
31 
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reticulum magnesium transport hormone 
15489 


reticulum membrane topol signal pepti= 
dase 5201 

reticulum mitochondria contact site phos= 
pholipid 25985 

reticulum oligosaccharyltransferase locali= 
zation orientation 5798 

reticulum P glycoprotein carboxyl domain 


6903 

reticulum P glycoprotein integration trans= 
location 23552 
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carcinoma ente lipoxygenase 
mRNA EGF 1 
Epididymal 
secretory protein sequence lizard 10274 
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conformation integral membrane protein 
environment 22975 

conformation rhodanese glutamate proline 


interaction colicin E1 immunity protein 
10176 

loop helix protein heterodimerization 
vertebrate 4608 

loop helix protein interaction assay 5 

loop helix protein transcription review 
755 


loop protein gene mi mouse 20687 
spectrin Cagliari alanine glycine mutation 
22656 


triple coil collagen III hysteresis 25965 
Heloderma 
venom gilatoxin sequence 21975 
Hemagglutinin 
influenza membrane fusion lipid phase 
1716 


influenza virus cell fusion 9267 
microsome folding disulfide bond influenza 


neuraminidase Newcastle disease virus 
21425 
Hematopoiesis 
gene HB24 T lymphocyte activation 3646 
gene v abl protein signaling 15696 
proteoglycan core protein gene transcrip= 
tion 4078 
Hematopoietic 
cell interleukin 3 calcium apoptosis 6511 
cell protein kinase C mRNA 4997 
tissue granulin fish 9230 
Heme 
active site structure chloroperoxidase 
Raman 6189 
a domain nitrate reductase Chlorella 
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———- prostaglandin H synthase 


cytochrome P 4502B1 cumene hydroperox= 

ide 

distal pocket myoglobin ligand rebinding 
6855 


Hb haptoglobin metab liver 20335 

hydroxylamine oxidoreductase redox po= 
tential 14655 

hydroxylamine oxidoreductase subunit 
sequence Nitrosomonas 14645 

interaction homodimeric cooperative Hb 
Scapharca 5719 

iron coordination nitric oxide synthase 
22255 


0 —=— cytochrome bo complex 


O synthase gene cyoE Escherichia 26041 

oxidase ferritin fibroblast UVA 14678 

oxygenase gene cobalt tin protoporphyrin 
7365 


oxygenase truncated form mechanism 
peroxide 22357 

regulation aminolevulinate synthase mRNA 
human 12699 

subunit flavocytochrome c sequence Chro= 
matium 14426 
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Hemocyte 
limulus transglutaminase sequence 262 
transglutaminase protein substrate se= 
quence Tachypleus 252 
Hemoglobinuria 
paroxysmal nocturnal glycoinositol phos= 
pholipid anchor 6281 
— nocturnal mutation Lec351 


Hemolymph 
coagulation factor B prepro sequence 
21384 


Hemolysin 

alpha lytic pore central loop 5285 

transport mutant Escherichia 19889 
Hemolysis 

alpha hemolysin functional domain 5285 
Hemopexin 

= iron cDNA sequence rabbit 


receptor complex cobalt tin protophorphy= 
rin 7365 
Hemophilia 
Fukuoka factor IX 24041 
Hemopoietic 
Grb2 Shc protein assocn cytokine 21463 


He 
Eo cell apolipoprotein B100 secretion 
— 


Hepar: 
calfate basic FGF binding domain 20091 
sulfate binding peptide FN CHII 15859 
sulfate binding site lipoprotein lipase 
7 


844 

sulfate proteoglycan apolipoprotein E 
chylomicron 10160 

sulfate proteoglycan basement membrane 
kidney 7261 

sulfate proteoglycan binding nidogen 
domain 10881 

sulfate proteoglycan follistatin 15579 

sulfate release proteoglycan CHO cell 


Heparin 
antithrombin oligosaccharide 4780 
— fibroblast growth factor 


binding domain lipoprotein lipase 3272 
binding EGF fetus blood vessel 18330 
binding EGF growth factor aorta 22941 
binding factor glial cell growth 2857 
binding hexabrachion tenascin fibronectin 


binding laminin G domain 8356 

binding sequence protein spatial distribu= 
tion 19228 

binding site lipoprotein lipase 8447 

binding site thrombospondin 15544 

binding vitronectin urea 24838 

blood factor VIIa inhibition 767 

calcium entry portal vein noradrenaline 


3866 
cofactor II biglycan decorin thrombin 
3920 
cofactor II interaction thrombin mechanism 
3639 
cofactor II interaction thrombin Quick 
conformation vitronectin multimerization 
22874 


domain fibronectin tissue plasminogen 
activator 18924 

hexasaccharide FGF antagonism 4684 

laminin receptor LBP120 brain 14972 

oligosaccharide fibroblast growth factor 


protein kinase blood vessel 19173 

recombinant antithrombin III carbohy= 
drate heterogeneity 17588 

saccharide fibroblast growth factor mito> 

enesis 23906 

TFPI factor Xa 26950 

TGFalpha Pseudomonas exotoxin delivery 
cytotoxin 4853 

vascular endothelial growth factor macro= 
globulin 7685 

vitronectin endocytosis fibroblast 11988 

Hepatitis 

antigen gene retinoate liver 23093 

B = nucleocapsid assembly cysteine 


Hepa 
angiotensinogen formation angiotensin 
25095 


apolipoprotein B metab cholesterol 
12713 

asialoglycoprotein receptor fatty acyl CoA 
27186 

autophagy calcium 26107 
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calcium mobilization inositol trisphosphate 
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calpain ATP calcium 23593 

carnitine palmitoyltransferase fatty acid 
protein 26866 

chromatin QUAD protein G4 DNA 3306 

degrdn cysteine protease 8497 

fatty acid synthase mRNA glucose 6961 

growth factor activator sequence human 
10024 

growth factor activator zymogen thrombin 
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growth factor fibroblast interleukin 1 
8140 

growth factor fragment biol activity 
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growth factor lung regeneration 21212 

growth factor Ras protein 9165 

growth factor receptor tyrosine phospha= 
tase 18176 

inositol trisphosphate receptor phosphory= 
lation 23059 

inositol trisphosphate receptor sulfhydryl 
reagent 17917 

interleukin 6 receptor 4250 

LDL lipoprotein receptor gene cytokine 
17489 

LRP — plasminogen activator endo= 
cytosis 1 3002 

magnesium transport hormone 15489 

metab cholesterol ester hydrolase 13532 

mitochondria calcium cytotoxicity ATP 
phosphate 3384 

peroxisome fatty acid oxidn binding 9593 

phospholipase EGF G protein 3739 

position gene expression 19778 

respiration thyroid hormone 14850 

rRNA insulin 25277 

sodium taurocholate cotransport cAMP 


sodium vasopressin calcium influx channel 
1463 

squalene synthase endoplasmic reticulum 
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transcription cholesterol hydroxylase bile 
acid 13987 

: Hepatoma 

cholesterol esterification membrane 
13838 


ciliary neurotropic factor 8414 
M MTV virus protein trafficking glucocor= 
ticosteroid 19640 
HepG2 
cell triglyceride rich lipoprotein metab 
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mRNA squalene synthase lovastatin hy= 
droxycholesterol 12818 
Herbicide 
resistance mutation Synechococcus 17348 
Hereditary 
angioedema II C1 inhibitor Mo 18088 
Heregulin 
p45 breast cancer protein p180erbB4 
18407 


Herpes 
simplex virus protease cleavage site 2048 
simplex virus replication factor ATPase 


simplex virus 1 proteinase specificity 
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5449 
virus VP16 cellular C1 factor 6525 
Herpesvirus 
saimiri interleukin 8 receptor sequence 
20691 


HER1 
receptor kinase selective tyrphostin 


HER2 
receptor kinase selective tyrphostin 
11134 


Heterodimer 
— luciferase folding pathway 
0773 


subunit luciferase conformation folding 
pathway 10766 
Heterodimerization 
helix loop helix protein vertebrate 4608 
Heterogeneity 
endothelial Shiga toxin receptor 15484 
Heterogeneous 
nuclear ribonucleoprotein RNA metab 
lymphocyte 8881 
Hexabrachion 
tenascin fibronectin cell adhesion 2542 
Hexapeptide 
a proteinase K crystal structure 
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Hexokinase 
carboxyl amino half differential function 
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evolution glucokinase gene duplication 
fusion 8422 

II gene sequence evolution transcription 
5209 9936 

Heymann 

nephritis autoantigen binding protein 

sequence 8188 
High 

density lipoprotein apoE LDL retention 
14812 

density lipoprotein apolipoprotein AI 
cholesterol 23250 

density lipoprotein apolipoprotein AI 
conformation 4798 

density lipoprotein apolipoprotein AI 
domain 19274 

density lipoprotein apolipoprotein AII 
glycosylation 6785 

— lipoprotein cholesterol efflux 
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density lipoproteins 

See also Lipoproteins 

gradient magnetic affinity chromatog 
membrane 10145 

mobility group box transcription factor 
18083 


mobility group protein binding DNA 
20699 


mobility group protein interaction nucleo= 
some 21137 

mobility group protein nucleosome spacing 
11389 


mobility group protein 14 differentiation 
13632 

mol wt kininogen endothelium Hageman 
11982 

spin cytochrome a formation oxidase 
4716 


Higher 
plant endoxyloglucan transferase cDNA 
sequence 25364 
Hippocalcin 
myristoylation membrane assocn 18898 
Hippocampus 
fodrin proteolysis brain ischemia reperfu= 
sion 25239 
Hirudin 
conformation disulfide folding pathway 
20988 


conformation disulfide folding pathway 
intermediate 4043 
peptide conformation complex thrombin 


Histamine 
secretion FcepsilonRI phosphatidylinositol 
kinase basophil 25846 
secretogranin gene regulation 1586 
Histidine 
arginine protein HPr Escherichia 12325 
carbethoxylation lysozyme CD 11090 
carbonic anhydrase II stability kinetics 
4775 
epoxide hydrolase mechanism microsome 
14011 
essential adenosine deaminase active site 
5464 


essential arachidonate lipoxygenase iron 
ligand 2535 
essential goer > ya CoA 
reductase hamste: 
— insulin Foe oe enzyme zinc 
4, 


essential peroxidase arom donor oxidn 
22292 


essential RNase HI Escherichia 88 
— _ synthase dehydrase mammal 


G protein guanine nucleotide phospho> 
transferase 18111 

hydrogen bond myoglobin autoxidation 
6995 


iron Hb peepee IX hybrid 15386 
iron hemopexin cDNA sequence rabbit 


kinase ArcB protein transphosphorylation 
regulation 23972 
—_— aataaaaas Lactobacillus 


lysine recA protein quaternary structure 
3107 

modification deoxynucleotide kinase phage 
T4 1603 


phenylalanine hydroxylase iron binding 
liver 8046 

phosphatase 18513 

phosphocarrier protein HPr conformation 
Escherichia 22490 

serine proximity polymerase substrate 
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site 22746 
styrene epoxidn methylstyrene whale 
myoglobin 
Histidinol 
ae an cysteine role Salmonella 


Histidyl 
——- np ar gr formation hypo= 
thalamus cytosol 
Histocompatibility 
antigen complex CD4 dimer 16875 
antigen H2K gene regulation mouse 
27258 
antigen metab oligosaccharide glucose 
3809 


antigen peptide anchor residue 21309 
class I antigen membrane conformation 
22830 


complex EGF glucose transport 1770 

H2Ld antigen cytoplasmic domain trans= 
port 21263 

Histone 

acetyltransferase B H4 acetyl site 13248 

deacetylase trapoxin cell cycle differentia 
tion 22429 

gene promoter transcription factor Oct1B 
25026 


HM HU HMG1 protein similarity 12758 
H1 binding Holliday junction DNA 


20699 

H1 calmodulin dependent enzyme activa= 
tion 23788 

H1 kinase DNA polymerase adenovirus 
17448 


H1 phosphorylation DNA spermatogenesis 
testis 11247 

H1 phosphorylation H3 cell cycle 18431 

Hie Hic gene overexpression mouse 713 

ee transcription template 


H3 methylation alfalfa 4918 

H4 interaction DNA acetylation 305 

—— poly ADP ribose chromatin 
17662 


kinase Golgi app transport mitosis 4050 

mediated transcription initiation methyl= 
ated DNA 21754 

mRNA destabilization 14637 

phosphorylation transforming growth 
factor 1580 

specificity kinase Ceta pseudosubstrate 
site 19498 

variant formation turnover transcription 
alfalfa 4912 


antiviral phospholipid analog protein 
myristoylation 7773 
— glycoprotein binding calmodulin 


gp120 glycosylation ee, 
glucosidase antiviral 570 

Fine V3 loop neutralizing epitope 25894 
ine = RNA reverse transcription 


me. phosphate sol CD4 binding 
7643 


retropepsin autoproteolysis regulation 

mutation 11939 
reverse transcriptase illimaquinone 9323 
reverse transcriptase kinetics U87201E 

antiviral 6119 
virus CD4 antigen dimerization 16875 
virus lymphocyte alkylating agent 26719 
virus receptor peptide binding 15291 
virus retropepsin cleavage site prediction 

16938 

virus reverse transcriptase DNA polymer= 

ase 24607 
virus reverse transcriptase kinetic mecha> 

nism 8743 
virus reverse transcriptase monoclonal 

antibody 9980 
1 gp160 membrane fusion 24887 
1 virus reverse transcriptase mechanism 

10312 

iene inhibitor crystallog 13103 
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gp160env lymphocyte T processing pro= 
tease 13406 


inhibition deoxythiacytidine enantiomer 
exonuclease 23234 

protease inhibitor UCSF8 structure viru= 
cide 15343 

reverse transcriptase deoxyribonucleotide 
DNA insertion 23567 

reverse Le mamas 2 fidelity mutation 
mechanism 1 

reverse transcriptase oe inhibitor quinoline 
U78036 14875 
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reverse transcriptase mutant inhibition 
nevirapine 16571 

RNase H structure specificity fluorometry 
14743 

Tat protein cell attachment domain 5279 

virus core promoter bipartite activator 
15823 

virus DNA formation pausing 9793 
13764 

virus gag protein kinase C 8698 

virus integrase gene mutation function 
2113 


virus long terminal repeat transcription 
24940 

virus nucleocapsid protein 16519 

virus retropepsin substrate binding subsite 
11711 

virus reverse transcriptase lysine role 
2565 


virus reverse transcriptase polypurine 
tract 6221 

virus reverse transcriptase recombinant 
form 16528 

virus reverse transcriptase tRNA complex 
13617 

virus RNase H mutant 2674 


HLADRA 


gene transcription factor hXBP1 17074 

LH 

E12 protein heterodimerization vertebrate 
4608 


HL60 


calcium chemotactic peptide phorbol 
ester 26911 

cell differentiation NADase CD38 antigen 
16895 

cell MAP kinase sphingomyelin signal 
14572 

cell thymidine kinase phosphorylation 
1266 


HMG 


protein interaction nucleosome core parti= 
cle 21137 

. 17 protein nucleosome spacing 11389 

NF4 

transactivator acyl CoA dehydrogenase 
gene 13805 

transcription factor COUPTF interaction 
11125 


HnRNP 


protein K gene cymc transcription 18249 

Holliday 

junction branch migration RuvB recombi= 
nation 17185 

junction DNA binding histone H1 20699 

junction Escherichia recombination RuvA 
RuvB 17179 

Holorepressor 

super tryptophan alanine Escherichia 
4362 


Homarus 


muscle arginine kinase cDNA sequence 


Homeobox 


gene vertebrate review 20683 
transgene T lymphocyte activation differ= 
entiation 3646 


Homeodomain 


transcription factor review 26813 


Homeostasis 


calcium peroxide phosphorylation phos= 
pholipase Cgamma2 3357 

kidney potassium sodium ATPase calcium 
8851 


Homeotic 


gene dik tumor lung neuroendocrine 
3817 


Homing 
receptor Pgpl gene sequence mouse 
12235 


Homodimer 


RNA formation factor cMyb autoregula= 
tion 21914 

Homologous 

recombination presynaptic filament assem= 
bly T4 7904 


Homophilic 


binding site NCAM glycoprotein 20630 


Homoserine 


dehydrogenase I kinetics mechanism Es= 
cherichia 4 

Homotypic 

cell adhesion alpha3betal integrin 8651 

Honeybee 

antibiotic peptide hymenoptaecin sequence 
nomenclature 7044 


Hormone 


acyl CoA dehydrogenase gene expression 
24114 
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adipocyte sensitive cGMP inhibited phos= 
phodiesterase 18573 
se choriogonadotropin lutropin re= 
ceptor 20851 
binding domain estrogen receptor 24089 
binding IGFBP1 protein phosphorylation 
1125 


binding TSH receptor extracellular domain 
10900 


calcium pump Gs liver membrane 2368 

growth mRNA alternative splicing cattle 
15659 

magnesium transport hepatocyte 15489 

— kinase phosphorylation thyroid 
8398 


“ous r sani protein tyrosine phos= 


cogiaaian eiaeitin endoperoxide 
synthase gene 12199 

response ne carboxyki= 
nase gene promoter 24976 

signal transduction Gs protein microtubule 
3833 

steroid mdrlb gene adrenal 27127 

steroid receptor Ad4BP protein 7494 

thyroid receptor transactivation COUP 
repression 4152 

Hornworm 

tobacco juvenile hormone epoxide hydro> 

lase 19604 


Horseshoe 
crab muscle actomyosin interaction 3776 
crab preprocoagulation factor B sequence 

21384 


House 
dust mite microorganism protease kinino= 
gen 17711 
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isoform ATPase subunit A osteoclast 
7075 
HPr 
phosphocarrier protein deamidation Es= 
cherichia 17695 
protein crystal structure Escherichia 
22490 


protein histidine arginine Escherichia 
12325 
HPV16 
virus gene E7 protein 26018 
HRas 


protein heart hypertrophy cFos ANF 
2244 16082 
Hsc70 
protein peptide binding domain 26049 
protein precursor protein transport micro> 
some 7414 
HSC71 
BiP protein ATP hydrolysis homol 7248 
sc73 
protein lysosome polypeptide degrdn 
23490 


Hsp 
70 90 estrogen receptor 13187 
HSP25 


crystallin chaperone 1046 
HSP27 
kinase mitogen heat shock 35 
protein cell thermotolerance 3420 
protein pinocytosis 24210 
Hsp70 
gene heat induction okadaic acid 1436 
protein erythrocyte cytoskeleton mem= 
brane malaria 21344 
Hsp90 
chaperonin ATPase transcription factor 
binding 1479 
heat — protein conformation ATP 
1901 


~— progesterone receptor interaction 

3 

p50 protein Raf kinase heterocomplex 
21711 


HTC 
cell signal transduction interleukin 6 
10495 


HTLV 


T lymphocyte proliferation oxacalcitriol 
16730 


Tax transactivation ATF2 CREB protein 
21225 
HTLVI 
virus Rex protein NOS B23 13930 
HTLV1 


Tax protein vimentin gene activation 
2180 


Human 
ABR cDNA sequence 16903 
actin gene expression transgenic mouse 
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ADP ribosylation factor 3 8793 

ADPribosylarginine hydrolase cDNA 
sequence 17837 

—— EGF 2 domain sequence 17377 

ic dehydrogenase isoenzyme monomer 

kinetics 11721 

aldose reductase gene promoter 16052 

alveolus macrophage metalloelastase cDNA 
sequence 23824 

aminoacylase 1 gene sequence 17010 

— receptor gene transcription 


apolipoprotein B100 mRNA editing mouse 
23747 


apolipoprotein B100 mRNA transgenic 
mouse correction of Vol. 267 page 21412 
17647 

apolipoprotein gene transgenic mouse 


aquaporin CHIP gene sequence mapping 
15772 


ARD1 protein cDNA sequence 8801 

aromatase cytochrome P450 gene promoter 
19463 

arrestin sequence 9753 

ASCT1 transporter cDNA sequence 


15329 
ATP synthase subunit gene sequence 
24950 


ATPase subunit A cDNA sequence 7075 
bile acid binding dihydrodiol dehydroge= 
nase 10448 
brain phosphodiesterase IVB cDNA se= 
quence 
branched chain keto acid dehydrogenase 
09 


3 
calcium calmodulin protein kinase se= 
quence 5471 
calcium channel cDNA sequence 9275 
— ATPase gene sequence 


calcium pump ATPase mRNA splicing 
25993 

calnexin cDNA sequence 9585 

cAMP phosphodiesterase sequence mRNA 
muscle 12925 

carcinoembryonic antigen antiidiotypic 
antibody sequence 14138 

cartilage glycoprotein gp39 sequence 
25803 


casein kinase II subunit transactivation 
5694 


cathepsin = sequence mapping 1039 

cathepsin S recombinant expression Sac> 
charomyces 4832 

cdce2 gene Cmyb transactivation 2255 


13010 

CDC42GAP protein cDNA sequence 
26059 

= * eapaeae PTP PEST phosphatase 

cholecystokinin B receptor sequence 
8164 


cholesterol acyltransferase cDNA sequence 
cloning 20747 

choriocarcinoma cell alk phosphatase 
UAS 14003 

ciliary neurotrophic factor structure 
19000 


CLA1 protein isoform cDNA sequence 
18929 

collagen gene regulation TAE element 
13625 


colon glyoxalase I cDNA sequence 5661 
COLI1A1 gene mutation sequence 18218 
core I protein pone sequence 21113 
cyclin gene cell cycle regulation 1310 
cystatin D cDNA cloning saliva 15737 
cytochrome P 450LTB4 cDNA sequence 


9376 
cytochrome P450 gene CYP1A1 NRE 
17384 


cytochrome P450c21A pseudogene tran= 
scription 12919 

C4bp protein beta chain sequence 15017 

— deaminase cDNA sequence 


desmin gene myoblast myotube enhancer 
10403 


dihydropteridine reductase construction 
rat cDNA 26836 

DNA binding protein Smubp2 sequence 
17463 


DNA ligase I expression Escherichia 
24156 


DNA methylation resistance protein se= 
quence 21102 

DNA polymerase alpha deoxyribonucleo= 
tide site 24163 
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DNA repair system SV40 chromosome 

dopamine hydroxylase gene regulation 
17987 


dopamine receptor gene sequence tran= 
scription 23544 
endothelial nitric oxide synthase gene 
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endothelin receptor gene sequence map= 
ing 
endothelin receptor sequence 3873 
EPC 1 gene sequence 8949 
epsilon globin gene promoter transcription 
3066 


epsilon globin gene silencer 3430 
erythroleukemia cell tissue transglutami= 
nase sequence correction of Vol. 267 

page 22616 9156 
estrogen regulated phosphoprotein se= 
quence 15168 
factor H related protein sequence 2904 
Fc TCR gene Alu promoter 1355 
fetoprotein gene Alu element nucleosome 


FGF receptor 4 sequence 5388 

fibrinogen gene promoter element 22650 
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correction of Vol. 267 page 24575 
18398 

furin inhibition ovomucoid domain mutant 
14583 

G protein kinase sequence cDNA 19521 

GABA receptor gene p t q e 
4420 

gene ABR protein —- 27291 

gene CFTR intron splicing 686 

gene cski snoN protein sequence 13710 

gene flil sequence 5769 

gene + iy ~ eaeaaeapmammama anchor 
ee 
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protein sequence 20733 

gene IGFBP1 promoter IRE 17063 

gene = promoter regulation kinase 
15347 
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gene MUC1 promoter sequence 9917 
gene ODC CAGGTG element regulation 
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gene sprl protein sequence regulation 
10977 

gene trkE tyrosine kinase sequence 
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gene TSG6 promoter transcription regula 
tion 6154 

glucocerebrosidase glycosylation site occu= 
pancy 1486 

glucose phosphate dehydrogenase trans= 
genic mouse 9522 

glutathione S transferase GSTM5 se= 
quence 8893 

glutathione transferase gene GSTM4 
sequence 16958 

glycogen branching enzyme cDNA se= 
quence 7509 

glycophorin Mz amino acid sequence 


glyoxalase I cDNA cloning sequence 
11217 


Goodpasture antigen mRNA alternative 
splicing 12090 
— regulated mRNA splicing 


heat shock element recognition sequence 
8317 


hepatocyte growth factor activator se= 
quence 10024 

hydroxysteroid dehydrogenase 2 cDNA 

uence 12964 

IgG Fc receptor RII sequence 7346 

immunodeficiency virus DNA formation 
pausing 9793 

immunodeficiency virus protease inhibitor 
crystallog 13103 

immunodeficiency virus 1 gp160 24887 

immunodeficiency virus 1 protein p7gag 
16519 

integrin alpha6 sequence 11401 

<> betal gene promoter sequence 
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integrin p15095 gene promoter sequence 
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integrin subunit alphal sequence 2989 
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interferon induced phosphoprotein gene 
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sequence 24432 
interleukin gene promoter regulation p53 
15096 


interleukin lalpha sequence 22105 
interleukin 2 receptor gene sequence 
3601 


iron ee aminolevulinate synthase 


kallistatin cDNA sequence 24498 
kidney prolylcarboxypeptidase cDNA 
sequence 16631 26032 
—— MEK2 cDNA sequence 
114 


lamin gene sequence organization evolution 
16321 


liver fructose bisphosphatase cDNA se= 
quence 9466 

—— squalene synthase cDNA 
1281 


lung surfactant protein promoter 11160 

lysosome membrane glycoprotein lamp 
9014 13010 

lysyl oxidase cDNA sequence mapping 
18435 


macrophage scavenger receptor gene se> 
quence 2120 

macrophage stimulating protein cDNA 
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Mac?2 binding protein cDNA sequence 
14245 

melanocortin receptor sequence 15174 

melanocortin 3 receptor sequence 8246 

metallopanstimulin 1 sequence 21198 

So porin cDNA sequence 
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mouse gene gas] promoter sequence 
22788 

mouse hamster gene gadd45 sequences 
24385 


mouse interleukin 10 receptor 21053 

mucin MG2 gene MUC7 sequence 20563 

mucin MUC6 sequence 5879 

multidrug resistance = Y box 5856 

multidrug resistance R1 promoter 
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myeloperoxidase gene intron transcription 
regulation 13479 

myosin gene GArC motif 476 

NAD dependent DNA repair 5480 

NCA 160 antigen sequence 13015 

neuroendocrine specific gene NSP se= 
quence 13439 

aot 5 Y Y1 receptor gene 6703 

neutrophil NGAL protein sequence 
10425 

NMDA receptor cDNA 3728 

oxo dGTPase cDNA sequence cloning 
23524 

BAPPA p virus gene E7 protein 26018 

APPA _— sequence blood serum 





PDGF, Sie promoter repression methyla= 
tion 17334 

phosphorylase kinase muscle cDNA se> 
quence 23208 
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plastin gene mapping neoplasm expression 
2781 

platelet glycoprotein IX gene sequence 
3438 


platelet agen V sequence 20801 
~~ a ribose polymerase domain 


pregnancy specific glycoprotein gene allele 

1 

proliferation assocd gene pag sequence 
11050 

prostaglandin endoperoxide synthase II 

uence 

prostaglandin EP1 receptor sequence 
26767 

-—— IGFBP1 gene promoter CRE 


protein kinase C isoform cDNA 24296 
protein kinase C theta sequence 4997 
14208 


protein phosphatase subunit cDNA se= 
quence 15267 

protooncogene cot kinase isoform sequence 
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a ames E cDNA sequence 

12682 

pterin carbinolamine dehydratase sequence 
4828 

p53 protein interaction TFIID TBP 2284 
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rection of Vol. 266 page 12090 2268 
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replication protein A subunit sequence 
6131 

rhinovirus protease 3C RNA binding 
25735 

— protein L7 gene sequence 


RNA’ = A sequence 16822 
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ase specificity kinetics 
SATT transporter cDNA sequence 15351 
selectin gene promoter sequence 22600 
serine hydroxymethyltransferase cDNA 
sequence 11910 
_— _ kinase SKR1 sequence 
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serotonin S7 receptor sequence 23422 
sialyltransferase cDNA sequence cloning 
22 
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SKALP elastase inhibitor cDNA sequence 
12028 


spermatid basic protein gene linkage 
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surfactant protein D gene sequence 2976 

TATA motif metallo’ omnis gene regula> 
tion 24460 

TCRgamma delta receptor sol sequence 
15455 


thrombin prothrombin fibrinogen exosite 
thrombospondin 1 gene promoter serum 
4989 


transcription factor CREBPa cDNA se= 
quence 4259 

transcription factor CTF1 activation do= 
main 

transcription factor hXBP1 gene sequence 
17074 


transcription factor Oct1B histone gene 
25026 


translation initiation factor eIF5A yeast 
14018 


trefoil factor sequence 6694 
trichohyalin sequence function 12164 
vinculin gene promoter sequence 4318 
— dependent anion channel cDNA 


HVH1 
phosphatase inactivation ERK protein 
kinase 16116 
Hyaluronan 
assocd protein serum trypsin inhibitor 
26725 
— protein gene TSG6 transcription 


receptor RHAMM domain 8617 
synthase gene cloning sequence Strepto= 
coccus 19181 
Hyaluronate 
cumulus oocyte complex 20473 
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acid capsule gene Streptococcus 14568 
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Hydratase 
dehydrogenase gene PPRE element rat 
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enoyl! CoA active site crotonase 6588 
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19169 

enoylCoA sequence rat 26452 

Hy en 

bond bacteriorhodopsin Schiff base aspar= 
tate 17742 

— histidine myoglobin autoxidation 
6995 

bond network carbonic anhydrase II 
27458 

cadmium antiport oat root tonoplast 
12297 

calcium antiporter gene sequence Escher> 
ichia 11296 

—— transport enterocyte 

ion rhamnose transport protein entero= 
bacteria 26850 

ion sodium antiporter erythrocyte fish 
8632 

ion — exchanger NHE2 sequence 
1191 

ion tetracycline antiport protein aspartate 
26990 

— endothelium phospholipase D 

peroxide luminol chemiluminescence nitric 
oxide 23106 

peroxide myeloperoxidase neutrophil 
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e 
peroxide tyrosine kinase lymphocyte phos> 





27554 J. Biol. Chem., Vol. 268, 1993 KEYWORD INDEX 


Hydroxydeoxyguanosine 
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Hydroxyeicosatetraenoate 


horylation 16688 
jum antiporter gene Enterococcus 
cloning 26334 
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binding glyceraldehyde phosphate dehy= 


sodium exchanger activation mechanism 
sodium exchanger ileum glucocorticoid 
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sodium exchanger isoform 16369 
Hydrolase 
activity ubiquitin conjugate protease 
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adenosylhomocysteine inactivation dehy= 
drodeoxyfluoroadenosine mechanism 
17030 

adenosylhomocysteine stereochemistry 
kinetics 66 

ADPribosylarginine sequence brain mouse 
human 17837 

affinity ubiquitin protein conjugate chro> 
matog 21645 

bleomycin sequence yeast 7036 

cholesterol ester hepatocyte metab 13532 

cholesteryl ester carboxylesterase size 


cholesteryl ester spermatogenesis testis 
cytosol 8158 
cyclic ADP ribose CD38 antigen 26052 
epoxide cytosolic sequence rat liver 
17623 
epoxide mechanism histidine microsome 
14011 
epoxide regioselectivity enantioselectivity 
cytosol 6402 
epoxide soluble sequence mouse liver 
17628 
epoxide taurocholate transport endoplasm= 
ic reticulum 20148 
juvenile hormone epoxide tobacco horn= 
worm 19604 
polysaccharide substrate specificity evolu= 
tion 13318 
sorting vacuole VPS17 protein yeast 559 
Hydrolyase 
iron sulfur cluster superoxide 22369 
Hydrolysis 
ATP myosin thiol fluorescent probe 
24742 


nucleotide helicase primase phage T7 
27198 


phosphatidylinositol pancreas membrane 
potential 11065 
Hydroperoxide 
alkyl truncated heme oxygenase mechanism 
7 


cumene cytochrome P 4502B1 heme 59 
dehydratase epoxy alc formation flaxseed 
6293 


fatty acid soybean peroxygenase mechanism 
1708 


phospholipid glutathione peroxidase leu= 
kotriene metab 6288 
Hydrophobic 
amino acid bacteriorhodopsin retinal 
isomerization 20305 
amino acid DnaK protein Escherichia 
24074 
cluster troponin calcium 20966 
loop TET protein structure function 
6496 


surface area detn protein detergent 
18659 


Hydrophobicity 
signal protein degrdn multicatalytic pro= 
teinase 15405 
Hydroxyacyl 
CoA dehydratase isoenzyme liver 21578 
CoA dehydrogenase gene peroxisome 
proliferator 19169 
CoA epimerase active site crotonase 6588 
HydroxyacylCoA 
dehydrogenase sequence rat 26452 
Hydroxyanthranilate 
methyltransferase actinomycin synthetase I 
Streptomyces 6831 
Hydroxyarginine 
intermediate nitric oxide synthase mecha= 
nism 14781 
Hydroxyarylamine 
sulfotransferase I sequence expression 
male 24720 
Hydroxybenzalpyruvate 
aldolase Pseudomonas purifn characteriza= 
tion 9484 
Hydroxybenzoate 
npdpenyiane i isoenzyme gene sequence 
Pseudomonas 17057 
Hydroxycholesterol 
mRNA squalene synthase expression 
HepG2 12818 


cytochrome P 4502E1 arachidonate 
12912 
neutrophil activation G protein 14708 
osteoclast bone resorption 10087 
Hydroxyfarnesylphosphonate 
farnesyl protein transferase inhibition 


Hydroxyguanine 
repair enzyme cell 19416 
Hydroxyhydrothymidine 
residue DNA conformation dynamics 
17787 
Hydroxyl 
group al ATPase phosphorylation 
691 


group inositol trisphosphate receptor 
recognition 19260 

group ribose essential hairpin ribozyme 
19458 

group cae DNA polymerase alpha 


radical oxidized Hb degrdn proteasome 
15405 

tyrosine glutathione transferase mechanism 
11508 


Hydroxylamine 
oxidoreductase heme redox potential 
14655 


oxidoreductase heme subunit sequence 

Nitrosomonas 14645 
Hydroxylase 

acyl CoA intestine microsome 24726 

androgen 16beta mutation 15alpha specif= 
icity 4453 

cholesterol transcription bile acid hepato= 
cyte 13987 

corticosterone cytochrome P450coh engi= 
neering 759 

deficiency gene cytochrome P450c17 muta= 
tion 25811 

desacetoxyvindoline Catharanthus 5504 

dopamine expression Drosophila Schneider 
cell 9490 

dopamine gene silencer CRE element 
17987 

hydroxybenzoate isoenzyme gene sequence 
Pseudomonas 17057 

leukotriene B4 omega cDNA sequence 
9376 

lyase cytochrome P450 expression purifn 
19681 


omega cytochrome P 450IVA1 hepatocyte 
9593 


phenol mechanism intermediate 4134 
phenylalanine histidine iron binding liver 
8046 


progesterone cytochrome P 450 2C3v 
6939 


steroid cytochrome P 450 domain 14682 

steroid 11beta gene sequence rat 9130 

sterol aldehyde intermediate mechanism 
11079 

tyrosine gene cAMP responsive element 
15689 


tyrosine gene pheochromocytoma nicotine 
23704 


Hydroxylation 
aspartate factor IX X calcium 23339 
bile acid liver rodent 11239 
lysine collagen crosslinking tendon hyper= 
trophy 25553 
proline collagen assembly disulfide bonds 


Hydroxyleukotriene 

B4 dehydrogenase kidney 18128 
Hydroxymethylglutaryl 

CoA reductase essential histidine hamster 


8429 

CoA reductase inactivation disulfide cros= 
slink 342 

CoA reductase inhibition fluorolanostenol 
22591 


-_ ee mast cell degranulation 


CoA. = tocotrienol cholesterol 
regulation 11230 
CoA synthase bird recombinant 12129 
coenzymeA lyase deficiency gene sequence 
376 
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Hydroxymethyltransferase 
serine active site lysine function 23132 
serine cDNA sequence human 11910 | 
serine degrdn si 
tion 13784 
Hydroxynicotine 
oxidase cysteine mutation chaperonin 
binding 12724 
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drogenase 6388 
formation nonenal oxygenation broad 
bean 6971 
inactivation glucose phosphate dehydroge= 
nase 3342 
Hydroxypropylcyclodextrin 
glucose transporter adipose phorbol ester 


Hydroxyprostaglandin 
dehydrogenase NAD site location placenta 


Hydroxysteroid 
dehydrogenase isoform kidney aldosterone 
target 10717 
dehydrogenase isomerase IV sequence rat 
19659 


dehydrogenase substrate site affinity 
radiolabeling 18507 

dehydrogenase 2 cDNA sequence human 
12964 


3alpha 3beta sulfotransferase adrenal 
23496 


Hydroxyurea 
Escherichia resistance Fre flavin reductase 
18604 


Hyerphosphorylation 
glucocorticoid receptor activation recycling 
7779 


Hymenoptaecin 
peptide antibiotic sequence honeybee 
nomenclature 7044 
Hyodeoxycholate 
epee og _" glucuronosyltransfer= 
ase 2B4 
Hyosophorin 
L oligosaccharide structure Oryzias 2353 
Hyperaldosteronism 
hydroxylase deficiency cytochrome 
P450c17 gene 25811 
Hyperbaric 
oxygen inactivation dihydroxy acid dehy= 
ratase 25547 
Hypercholesterolemia 
protection lipoprotein lipase 17924 
Hyperglycemia 
kidney cation diabetes hypertension hy= 
pertrophy 991 
Hyperglycosylation 
lysozyme 12706 
Hyperosmotic 
hypoosmotic endothelium protein P17 
phosphorylation 21443 
Hyperoxia 
yeast superoxide formation electron trans= 
port 26699 
Hyperphosphorylation 
keratin keratinocyte okadate 23531 
Hyperplasia 
adipose tissue protein GLUT4 obesity 
22243 


Hypertension 
calcium transport ATPase gene aorta 
8325 


Dahl cytochrome gene sequence mutation 
9117 

kidney cation hyperglycemia 991 

nitric oxide release detn 23106 

renin angiotensin system angiotensinogen 


Hyperthermophilic 
archaebacteria glutamate dehydrogenase 
thermostability sequence 17767 
Hyperthyroidism 
hepatocyte respiration 14850 
Hyperthyroxinemia 
euthyroid transthyretin variant conforma= 
tion 2425 
Hypertriglyceridemia 
protection lipoprotein lipase 17924 
Hypertrophy 
heart HRas protein cFos ANF 2244 
16082 
heart S6 peptide kinase 12069 
heart thrombin receptor 20646 
kidney cation hyperglycemia 991 
tendon collagen lysine hydroxylation cros= 
slinking 25553 
Hypoosmotic 
hyperosmotic endothelium protein P17 
phosphorylation 21443 
Hyposmotic 
stress spermidine uptake ornithine decar= 
“ boxylase 4690 


ypothalamus 
cytosol histidyl proline diketopiperazine 
formation 20863 
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ye erp 
hepatocyte respiration 14850 
Hypoxia 
heart myocyte transcription factor 16852 
inducible factor erythropoietin gene tran= 
scription 21513 
Hysteresis 
—_ III unfolding refolding 25965 
refolding urokinase peptidylchlorome= 
thylketone inhibitor protonation 
17211 


1 
histone calmodulin dependent enzyme 
activation 23788 
Hic 


Hle histone gene overexpression mouse 
713 


Hle 
Hic histone gene overexpression mouse 
713 


H2Dk 
antigen peptide membrane conformation 
22830 


H2Ld 
histocompatibility antigen cytoplasmic 
aaron, transport 21263 
H2TF1 
transcription factor human MHC antigen 
18882 


H4 histone tetramer transcription temp= 
late 2 
H4 
H8 histone tetramer transcription temp= 
late 26663 


transcription RNA polymerase complex 
binding 1947 
ICAM 
2 peptide integrin adhesion 21474 
ICAM2 
glycoprotein peptide endothelial cell adhe= 
sion 17513 
ICI 
D1694 thymidylate synthase inhibitor 
translation 15142 
Identity 
element tryptophan tRNA synthetase 
Bacillus 9316 
Idiotypic 
cascade carcinoembryonic antigen epitope 
14138 
Idling 
~ cholesterol acyltransferase 19334 


GDP ATPase glutamine tyrosine substitu= 
tion 20762 
IFABP 
ae fatty acid crystal structure 26375 
IFP53 


protein gene transcription interferon 
16590 


g 
alpha B lymphocyte antigen receptor 
25776 


bile cholesterol nucleation gallstone 5193 

binding protein autophosphorylation site 
12691 

domain C CAM1 intercellular adhesion 
24303 


domain FGF receptor specificity 7899 
gene recombination signal function lym= 
phocyte 3180 
heavy chain protein BiP ATPase 7248 
light chain degrdn serine protease 25940 
receptor polymeric brefeldin A 20380 
receptor polymeric transcytosis cytoplasm= 
ic domain 23712 
IgA 
heavy chain gene sequence 4651 
receptor hepatocyte bile correction of Vol. 
an 267 page 6099 19160 
8. 
arachidonate lipoxygenase mast cell 4939 
= FcepsilonRI receptor domain 


Fe Sean receptor binding 13118 

receptor adherence _- phosphoryla= 
tion pp125FAK 685 

eo alpha subunit ius function 


receptor fibronectin adherence tyrosine 
phosphorylation 5227 
receptor signal transduction p72syk kinase 


IGF 
angiotensin interaction gene expression 
16866 


binding protein mRNA stabilization 
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16664 
binding protein receptor breast cancer 
26045 
— protein serine phosphorylation 
binding protein 2 transcription sequence 
24892 
cell cycle calcium protein kinase 10003 
ene cfos neuron 14663 
gene exp fibrobi 
17883 
I os phosphotyrosine phosphatase 
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IGFBP3 breast cancer growth 14964 
II ae mannose phosphate arginine 


II structure binding protein affinity 9246 

insulin hybrid analog 3044 

insulin receptor subunit autophosphoryla= 
tion ligand 7393 





mannose phosphate ptor Golgi adapt 
2 

protein tyrosine phosphatase muscle 
25455 


receptor insulin receptor chimera 1087 
receptor internalization MHC antigen 
22809 


aa phosphatidylinositol kinase 7358 
IGFB 
sequence mouse 22305 
IGFBP1 
~~ phosphorylation hormone binding 
11 


IGFBP3 
breast cancer growth IGF 14964 
receptor breast cancer 26045 

IGFI 
receptor signal transduction tyrosine 

kinase 2655 
IGF1 
‘ elastin gene transcription 12418 


binding complement C1q 

chain oligomerization endop! 
lum 5182 

complement C3b band 3 protein 17418 

Fc receptor IIC gene crossover 7346 

FcgammaRI receptor binding site 25124 

—— isotype signal transduction 


inine 10393 
mic reticu= 


binding site complement C3 5866 

IgM 

heavy chain degrdn endoplasmic reticulum 
24145 


monoclonal Shigella O antigen peptide 
25797 


S1 
IGS4 aldolase A isoenzyme specificity 
1677 


GS4 
“ee A isoenzyme specificity 
1 
IHF 


activation nitrate reductase operon Es= 
cherichia 771 


li 
gene transcription interferon gamma 
26328 


b 
IIIa glycoprotein integrin antagonist 
1066 


IIF 
transcription factor subunit protein 
20482 


Tleum 
— hydrogen exchanger glucocorticoid 


Illimaquinone 
RNase H inhibitor reverse transcriptase 
9323 


IL6 
NFkappaB nuclear factor SAA gene 
25624 


Imidase 

stereoselectivity mechanism liver 10870 
Imidazole 

antifungal nitric oxide synthase inhibitor 


nitric oxide synthase inhibition 9425 
Imidazoline 
guanidinium receptive site structure func> 
tion 16047 
Imines 
See also Schiff bases 
Immediate 
early — mammary neoplasm estrogen 
141 


early gene steel factor interleukin 968 


27555 


Immobilization 
a eo PVDF membrane analysis 
121 


peptide antigen surface plasmon resonance 
15425 


Immobilized 
chymotrypsin intrinsic Michaelis const 
18637 
Immune 
complex thermodn amino acid substitution 
16639 


system evolution C reactive protein 6809 
Immunity 
complement Clq collagenous domain 
ligand 3530 
— — colicin E1 membrane 


Immunodeficiency 
ae en, VDJ recombination 
virus human protease inhibitor crystallog 
13103 
virus reverse transcriptase pyridinone 
inhibition 276 
virus 1 human gp160 24887 
Immunogenicity 
ferritin Lol p II allergen 21819 
glycosphingolipid Leishmania 13723 
a antigen epitope conformation 


Immunoglobulin 
cow brain ganglioside amyotrophic sclero= 
sis 21028 
Immunomodulation 
myeloid tumor derived protein 6356 
Immunophilin 
cyclosporine FK506 calcineurin gene tran= 
scription 23111 
FF1 — FKBP54 protein 24270 
ligand FK506 rapamycin glucocorticoid 
receptor 6073 
Immunostimulation 
systemic quinolinate kynurenine pathway 
enzyme 15496 
Immunosuppressant 
calcineurin target NF AT factor 3747 
— cyclosporin complex calcineurin 
1 


cyclosporine transcription RNA formation 
factor 16693 
FK 506 FKBP complex calcineurin 7607 
rapamycin kinase p70s6k inactivation 
dephosphorylation 16091 
Immunosuppressive 
— peptolide analog 


Immunotoxin 
DAB389 interleukin 2 structure activity 
12077 
exotoxin A chem conjugation 9437 
IMP 


al ee isoenzyme I II 27286 


Bdchyde po ae mitochondria 
presequence hi 
aldehyde dehydrogenase precursor struc> 
ture 19906 
chloroplast plastocyanin specificity transit 
—_ 13869 
lp calnexin microsome 6560 
competence mitochondrial preprotein 
cytosol folding 3925 
glyoxysome carboxy! truncated isocitrate 
lyase 7315 
porin multiple form mitochondria 12143 
precursor mitochondria yeast Mas70p 
protein 449 
precursor protein Mas6p membrane mito= 
chondria 23743 
protein MOM38 precursor mitochondria 
receptor 19177 
Inclusion 
body conformation stability interleukin 
lbeta 18053 
Indanyloxyacetate 
chloride channel sarcolemma muscle 547 


ian 
leech haemadin anticoagulant cDNA se= 
quence 8590 
Indicator 
fluorescent extrusion multidrug resistance 
protein 21493 
rotein oxidn metal catalyst 12341 
Indoleamine 
dioxygenase gene interferon 5077 
ae le 
6 kinase C isoenzyme 9194 
a tp 


cytochrome P4501A2 gene transcription 
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1053 
operator lac repressor lysine 17613 
Infection 
Pseudomonas receptor adherence choles= 
terol 24053 , 
retrovirus glycosylation virus receptor 
16316 


Infertility f 
male protamine P2 absence 10553 
Inflammation 
C reactive protein oligosaccharide struc> 
ture 10007 
fibrosis pentapeptide procollagen collagen 
fibronectin 9941 
lung macrophage PAF receptor 19165 
platelet activation factor neutrophil 3364 
Inflammatory : 
cell basement membrane disruption matri= 
lysin 2069 
Influenza 
hemagglutinin membrane fusion lipid 
phase 1716 
hemagglutinin microsome folding disulfide 
bond 19618 


virus hemagglutinin cell fusion 9267 

virus infection translation regulation 
mRNA 22223 

virus infectivity membrane fusion peptide 
26886 

Influx : ; : 

calcium adrenergic neuroglia G protein 

8980 


calcium GTP 20737 

calcium lacrimal gland G protein 21486 
Inhibitor 

C1 Mo conformation polymn 18088 

tissue factor pathway factor Xa 26950 
Initiation 

complex RNA polymerase active center 

19185 


factor delta RNA polymerase II 17300 

factor eIF 4A 4F exchange 5566 

factor eIF 4C wheat germ 24863 

factor elF2 assocd protein p67 10796 

factor eIF2 subunit balanced translation 
13748 

factor elF4gamma 2A protease picornavi= 
rus 19200 

factor protein formation phosphorylation 
review 3017 

factor tRNA elongation factor G 100 

factor 2alpha kinase ascites neoplasm 
12552 

factor 4F eukaryote phosphorylation sub= 
unit 4975 

transcription histone mediated methylated 
DNA 21754 

transcription rrnB P1 promoter Escheric= 
hia 23477 

translation factor eIF5A yeast human 
14018 


Initiator 
methionine tRNA mutation protein forma> 
tion 25221 
transcription promoter ATP 6535 
Inosinate 
dehydrogenase guanylate biosynthesis 
EICAR antitumor 24591 
Inositol 
ss eee lymphoma mutant 


hexakisphosphate binding brain membrane 
cation 1032 

lipid metab Saccharomyces glucose stimu= 
lation 3374 

— calcium brain capillary ADP 


phosphate calcium chelation 1521 
phosphate fibroblast bradykinin calcium 
19403 


9 
phosphate metab Dictyostelium 4009 
phosphate metab T cell calcium 783 
ag ee hydrolysis phosphatidylinosi= 
tol phospholipase C 1735 
or te phospholipase C G protein 


phospholipid phospholipase C isoenzyme 
retina 21318 

phospholipid sphingolipid replacement 
Saccharomyces 

polyphosphate AP3 protein potassium 
channel 16253 

polyphosphate cell cycle thymocyte 7129 

polyphosphate phosphatase liver 6161 

oo meal phosphatase placenta 


polyphosphate pyrophosphate metab 
pancreas 3850 
response element gene SLC1 Saccharo= 
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myces 22156 

tetrakisphosphate binding nucleus liver 
calcium 26248 

tri t Ici 
"12443 

trisphosphate binding receptor calcium 
chelator 11528 

trisphosphate calcium current T lympho= 

3889 





magnesium 


hr colcham mobilization hepa= 
toc 


wlaphdaniate ‘atiiies pancreas sphingo> 
_,ayiphsophorylcholine 12353 


release kinase phos= 
phatase 10997 
trisphosphate calcium release organelle 
25887 





trisphosphate calcium transport liver 
23601 


trisphosphate cholecystokinin calcium 
influx pancreas 20237 

trisphosphate hydroxyl group receptor 
recognition 19260 

trisphosphate muscle triad transverse 
tubule 15111 

tri phate quantal calcium release 

25206 a es 

trisphosphate receptor ankyrin calcium 

lymphocyte 7290 





trisphosphate receptor ankyrin membrane 
brain 6477 

trisphosphate receptor cholecystokinin 
calcium oscillation 23219 

trisphosphate receptor heart cell 3499 

trisphosphate receptor hepatocyte phos= 
phorylation 23059 

trisphosphate receptor hepatocyte sulf= 
hydryl reagent 17917 

trisphosphate receptor IP3R3 sequence 
rat 11356 

trisphosphate rag phosphorylation 

cium release 7 

trisphosphate ron thimerosal 24078 

trisphosphate receptor thiol reagent 
16488 


Inotropic 


milrinone transthyretin complex crystal 
structure 6202 


nsect 
cell ATPase cloning baculovirus 1470 
cell glycinergic receptor expression 22135 
defensin 19239 
lipophorin I II biosynthesis precursor 
00 


metamorphosis basic protein sequence 
1284 


procyclic stage Trypansoma PSSA2 anti= 
gen 1894 
virus infection acetylglucosaminyltransfer= 
ase 17902 
Insecticidal 
toxin Bacillus Manduca protein 12334 
Instruction 
author 745 
Insulin 
— a carboxylase gene cAMP 


otha rotein segregation 19110 
adipose MHC antigen peptide 22809 
ASH IRS1 complex 11167 
cfos transcription phosphatidylinositol 
kinase 14597 
—— enzyme essential histidine zinc 
4: 


formation endoprotease processing 16098 

gene cfos neuron 1 

gene GLUT‘ regulation mouse 9839 

glucose adipocyte MAP kinase 26422 

oe a promoter mouse liver 
1 


glucose transport adipocyte protein kinase 
3 


glucose transport histocompatibility com= 
plex 1770 

glucose transport regulation 5272 

glucose transporter exocytosis 4600 

glucose transporter internalization adipo= 
cyte 9187 

glucose transporter translocation 14523 

glucose uptake IRS1 phosphatidylinositol 
kinase 15246 

GLUT phosphorylation activity 3348 

GLUT4 dephosphorylation calcium 3352 

GLUT4 trafficking adipose 17820 

IGF hybrid analog 3044 

IGF receptor subunit autophosphorylation 
ligand 7393 

induction gene CL6 HRS sequence 15185 

like growth factor binding protein 9730 
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17063 
like peptide sequence Leydig cell 26668 
lipoprotein uptake receptor adipocyte 
974 


liver glucose glucokinase glucose phospha= 
tase 25019 


L6 cell protein GLUT1 GLUT4 22119 
muscle GLUT4 G protein 20164 


pancreas acetylCoA carboxylase glucose 
18905 


phosphatidylinositol kinase IRS 1 4391 

phosphatidylinositol kinase IRS1 phospho> 
protein interaction correction of Vol. 
267 page 17483 9156 

phosphorylation nucleolin 9747 

phosphorylation serine tyrosine insulin 
receptor 11256 

phosphorylation Shc protein 5748 

phosphotyrosine protein adipocyte phos= 
phatidylinositol kinase 5921 

protein GLUT4 vesicle protein 11691 

protein kinase adipocyte 7646 

protein phosphorylation cascade 14450 

protein tyrosine phosphatase muscle 


25455 
PTP PEST phosphatase mRNA induction 
6622 


p2iras fibroblast RasGRF protein 19998 
— redistribution adipocyte 


receptor autophosphorylation asymmetry 
4092 


receptor IGF receptor chimera 1087 

receptor internalization juxtamembrane 
domain 16610 

receptor kinase activity structure 5241 

receptor kinase ATPase multiple form 
1201 

receptor kinase protein kinase C 6338 

receptor lymphocyte mitogen activation 


receptor mRNA splicing dexamethasone 
21990 


receptor mutant conformation kinase 
antibody 11272 

receptor mutant function 16839 

receptor mutant substrate phosphorylation 
16859 


receptor phosphatidylinositol kinase 7358 

receptor phosphatidylinositol kinase IRS1 
complex 8204 

receptor phosphatidylinositol kinase tyro= 
sine phosphorylation 7107 

receptor phosphorylation protein kinase C 
7571 


receptor processing furin 24274 
receptor protein tyrosine kinase domain 
22444 


receptor related receptor sequence rat 
17983 


receptor structure benzoylphenylalanine 
insulin analog 4085 

receptor structure protein phosphatase 
7917 


receptor substrate liver regeneration 
3805 

receptor substrate mitogenic signaling 
22231 


receptor substrate phosphorylation casein 
kinase 18157 

receptor substrate 1 ASH complex 11167 

receptor substrate 1 assocn phosphatase 
11479 

receptor tyrosine kinase structure activity 
8060 


responsive element mouse amylase gene 
464 


tRNA hepatocyte 25277 
secretion glucose metab GLUT 2 15205 
— glucose signal transduction 


secretion pancreas calcium oscillation 
22265 


secretion pancreas glucose calcium release 
9953 

secretion pancreas islet mitochondria 
calcium 22385 

secretion pancreas membrane potential 
11065 


secretion protein kinase C isoform 24296 
secretory granule endope cee proo= 
piomelanocortin metal 
signal transduction protein kinase 13203 
tyrosine phosphorylation tumor necrosis 
factor 26055 
vanadate adipocyte tyrosine kinase 6463 
Insulinase 
active site conserved residue 21538 
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Insulinlike 
growth factor I receptor kinase 23435 
growth factor1 receptor ethanol autophos= 
phorylation 21777 
Integral 
membrane protein endoplasmic reticulum 
transport 
membrane protein Golgi membrane fusion 
1430 


membrane protein helix conformation 
environment 22975 


protein signal peptide domain secretion 
2699 


Integrase 
gene mutation differential effect 2113 
recombinant MuLV integration disintegra= 
tion reaction 1462 
Integration 
ee: reaction MuLV recombinant 
integrase 2 


ne factor lteate reductase Escherichia 
ie ins puc operon Rhodobacter 
24491 


replication LTR human immunodeficiency 
virus 24940 
Integrin 
elphalinheted bad binding fibrinogen biphasic 


alphalibbeta3 p< long range 
propagation 23087 

alphavbeta3 phosphotyrosine protein 
assocn 17270 

aname vitronectin endocytosis 
114! 


alpha3betal binding cell adhesion 22036 
alpha3betal homotypic cell adhesion 


8651 
alphadbetai peptide recognition selection 
library 20205 
alpha6 subunit adhesion laminin 25865 
alpha6A signaling macrophage 11401 
alpha7 ADP ribosylation muscle 25273 
ee splicing development 


alpha7 mRNA splicing muscle differentia= 
tion 19019 
antagonist glycoprotein IIb IIIa 1066 
assocd protein calcium transport endothe= 
lium 19931 
avian gene dihydroxyvitamin D 27371 
betal gene promoter sequence human 
5148 
betal structure cell adhesion 17597 
betal subunit binding alpha actinin 
21193 
binding invasin Yersinia 15840 
binding specificity vitronectin structure 
2 


CD11b promoter PU 1 factor 5014 
CD11b promoter Sp1 transcription factor 


expression dihydroxyvitamin D3 osteoclast 
1456 


fibrinogen — platelet tyrosine phos= 
phorylation 1 

fibr tin matrix 21883 

fibronectin protein kinase C 21459 

— GMS adhesion fibronectin 
221 


bly 





gene CD11a promoter regulatory element 
19305 


ICAM 2 peptide adhesion 21474 
LFA 1 leukocyte adhesion endothelium 
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i 1 ‘en fibrinogen structure 


medline adhesion wim pede 
antiinflammatory 20 

NGF neurite outgrowth — 5557 

osteoclast characterization 16737 

osteoclast osteopontin sialoprotein bone 
resorption 9901 

phosphorylation laminin binding 18427 

platelet binding fibrinogen conformation 
21 


a gene promoter sequence human 
11 


receptor invasin disulfide loop 20524 

subunit alphal human sequence 2989 

T lymphocyte p21ras 20701 

VLA conformation ligand binding 9863 

VLA2 an subunit adhesion mediation 
1627: 

VLA4 alpha4 subunit conformer 7028 

VLA4 lymphocyte migration VCAM1 
eee 24655 
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adhesion C CAM1 Ig domain 24303 


Interdomain 


linker peptide cellobiohydrolase I Tricho= 
derma 20756 


Interferon 


A gene induction protein mouse 24032 
activation factor gene transcription regula= 
tion 16590 
alpha gene allele frequency human 12565 
alpha isoform proliferation 12591 
class II gene transcription TGFbetal 
18794 


endothelium tetrahydrobiopterin nitric 
oxide synthase 1842 

gamma priming transcription activation 
ISGF3 12380 

gamma promoter Ii gene transcription 
26328 





r cell resp 

10645 

gamma receptor dimerization 18103 

indoleamine dioxygenase gene 5077 

induced phosphoprotein gene sequence 
human 24432 

lipopolysaccharide macrophage antitumor 
nitric oxide 1908 

receptor human chromosome 21 10895 

— element IP10 cytokine gene 


transcription iotten. acthvation tyrosine 
phosphatase 6 

transcription , Pon interleukin 6 9092 

type I gene trophoblast pregnancy 19760 


Interleukin 


CEBP induction fibrinogen gene 22650 
cell death bel2 gene 22733 

collagenase gelatinase keratinocyte 19143 
converting enzyme p10 p20 p22 18062 
ome promoter regulation p53 human 


inducible protein kinase cell nucleus 
22143 


leukemia parathormone related peptide 
PGE1 1174 


monocyte microtubule protein kinase A 
13675 


steel factor immediate early gene 968 

1 alpha beta secretion conformation 
22170 

1 beta epitope receptor structure 9771 

1 dexamethasone protease nexin fibroblast 
18966 

1 elastin gene transcription skin 6520 

1 formation HeLa cell UV 6734 

1 formation protein phosphatase inhibitor 
5802 


1 gro gene tyrosine kinase 18018 
1 ow growth factor fibroblast 


1 mRNA tumor necrosis factor 6214 
1 plasminogen activator inhibitor promoter 
10739 


1 protein kinase casein 4236 

1 receptor gene T lymphocyte 10490 

1 receptor signal interleukin 8 13510 

1 receptor structure 2513 

1 signal transduction protein phosphatase 
2141 

1 signaling T lymphocyte kinase 21066 

1 transcription gene TSG6 human 6154 

16 NFkappaB SAA gene 25624 

lalpha precursor nuclear localization 
sequence 22100 

lalpha structure function 22105 

lbeta conformation stability inclusion 
body 1805; 

lbeta PGE2 procollagen gene fibroblast 
10364 


lbeta structure receptor binding 13486 

10 receptor human mouse 21053 

11 chondrocyte tissue inhibitor metallo= 
proteinase 21527 

2 diphtheria toxin fusion protein 12077 

2 lymphocyte — phosphatidylinositol 
kinase 

2 promoter ana kinase Ick 8406 

2 receptor assocd phosphoprotein 22765 

2 receptor domain signal transduction 
6765 


2 receptor gene sequence human 13601 

2 transferrin receptor mRNA 13074 

2 tyrosine kinase phosphorylation p52shc 
17659 


3 —_ hematopoietic cell apoptosis 
bo ail tion T asiete Se 6299 
3 kit ligand GTP 


it ligand GTP cyclohydrolase 1 
3 receptor cross phosphorylation CSF 


27557 


25818 
3 receptor subunit signal transduction 
15833 


4 en exotoxin chimeric toxin 
4 tyrosine phosphorylation receptor 
13097 


5 receptor crosslinking binding 6581 
6 — receptor component protein 
14 


6 C terminus structure function 22377 

6 fibroblast x ray 8466 

6 intracellular retention signaling 22084 

6 liver tissue transglutaminase 7469 

6 receptor hepatocyte 4250 

6 response element kininogen gene 25311 

6 signal transduction HTC cell 10495 

6 structure function receptor binding 
15285 

6 transcription factor interferon 9092 

8 antagonist amino terminal modification 
7125 

8 gene oxidant stress 25568 

8 receptor amino terminus ligand 7283 

8 receptor herpesvirus saimiri sequence 
20691 

8 receptor structure ligand binding 18549 

8 receptor sulfhydryl group 6147 

8 regulation rheumatoid synovia fibroblast 


5834 
8 related GRO chemotactic cytokine 
15419 


Intermediate 


aldehyde sterol hydroxylase mechanism 
11079 


filament adhesion recognition skelemin 
domain 21800 

filament organization keratin 1 10 2878 

filament trichohyalin 12164 

— vimentin keratin structure 


productive protein folding pathway 4043 


Internalization 


cell membrane protein MHC antigen 


EGF receptor 19312 
gastrin releasing peptide receptor 20285 
glucose transporter adipocyte insulin 


LDL VLDL receptor lipoprotein lipase 
9369 


peptide class II MHC complex 14360 
receptor clathrin coated pit 23191 
recycling thrombin receptor 13756 
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calcium influx cholecystokinin inositol 
trisphosphate 20237 

calcium oscillation insulin secretion 


222 
calcium release glucose depolarization 


calcium sphingosine 12353 

calmodulin dependent kinase III 13422 

cholecystokinin receptor phosphorylation 
dephosphorylation 12136 

cholesterol esterase essential aspartate 
300 

cytosol calcium oscillation agonist 18654 

endoplasmic reticulum calcium ATPase 
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islet pos ull anne: calcium insulin secretion 


22385 

phosphatid: TT hydrolysis membrane 
potenti 

pyruvate kinase gene glucose regulation 
23881 


rat lipase sequence 10303 
secretion protein teaatine phosphorylation 
cholecystokinin 11119 
Pancreatic 
alpha cel) sulfonylurea a 15221 
gene 
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islet glucagon gene expression 5168 
islet glucose proprotein convertase PC3 
42’ 


islet IP3R3 inositol trisphosphate receptor 
11356 


phospholipase A2 PGE2 formation 2865 
polypeptide precursor processing 13327 
Pancreatitis 
assocd protein gene sequence rat 14470 
hy force 
men E1 E2 protein assembly 15795 


protein sequence human blood serum 
12243 
Paracoccus 

cytochrome c oxidase copper domain 
26416 


electron transfer flavoprotein gene 20211 
Parainfluenza 


virus genome transcription cell actin 
5703 


Paramecium 
protein kinase calcium 5940 
Paramyxovirus 
HN membrane protein signal sequence 
19101 
Paraquat 
cytotoxicity catalase 19039 
Parathormone 
related peptide cAMP PGE1 1174 
related peptide leukemia oxacalcitriol 
16730 
related protein aorta angiotensin 1987 
Parathyroid 
hormone related gene kidney carcinoma 
20639 


Pardaxin 
conformation 14081 
Parietal 
cell gene expression stomach mouse 
26559 
cell stomach Rab25 GTPase 18419 
Parotid 
proteoglycan core protein sequence expres> 
sion 20490 
Paroxysmai 
nocturnal hemagiohionsio glycoinositel 
phospholipid anchor 6 
nocturnal uaaeiieare suite Lec351 
6729 


Partial 
revertant tryptophan synthetase active 
site 8213 
Parvalbumin 
magnesium calcium binding conformation 
20897 


Pause 


22794 
Pausing 
P DNA formation HIV1 virus 9793 13764 
‘axi 
SH3 domain binding protein 14956 
tyrosine phosphorylation neuropeptide 
22060 
PA28 
protein carboxyl terminus limited proteo= 
lysis 22514 
BE 


DBE enhancer surfactant gene rabbit 
19697 
PC 


cell epithelin precursor homolog 10863 
PCNA 








tr tion apolipoprotein B 


antigen DNA polymerase delta oligonu> 
cleotide 13571 


gene transcription Drosophila 2092 
panteraction DNA palbeanians delta 21706 
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prosomatostatin metab 6041 
C12 


cell gene nur77 NGF 9148 

cell methylaspartate receptor subunit 
mRNA 22299 

growth hormone transfection 10983 

PC2 

prohormone convertase processing cell 

24910 
© eeaceteee metab 6041 


proprotein convertase proinsulin formation 
4276 


PDGF 


AB signal transduction receptor 4473 
B chain disulfide bond 13372 


CD4 receptor kinase 19882 
gene promoter binding protein HeLa 


receptor alpha beta substrate specificity 
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9287 
tor ligand interaction 15088 
receptor lovastatin signal transduction 
inhibition 22227 
receptor protein tyrosine phosphatase 
13434 





receptor tyrosine phosphotyrosine phos> 
phatase binding 2 
signal transduction Rese smooth muscle 


transcription regulation protein gene 
1 9172 


Pea 
amine oxidase intramol electron transfer 
17680 


ascorbate peroxidase gene cloning se> 
quence correction of Vol. 267 page 
21802 4568 

chloroplast acetyl CoA carboxylase subunit 
25118 


ferredoxin NADP reductase mutant se= 
quence 19267 

histone acetyltransferase B site specificity 
13248 

lectin trimannose complex crystal struc> 
ture 10126 

thylakoid early light inducible protein 
5438 


Peanut 
agglutinin thymocyte maturation sialyl= 
transferase 3801 
glycosylphosphatidylinositol specific phos= 
pholipase C 17794 
Pearson 
syndrome DNA mitochondria deletion 
cell 19369 
PEA15 
rotein phosphorylation astrocyte 5911 
PEBI 


protein sequence Campylobacter 18717 
PECAM1 
adhesion mol gene expression tumor 
22883 
Penicillin 
~~ protein 1B Escherichia membrane 
32 


formation mutation Penicillium 737 
formation Penicillium vacuole 665 
Penicillium 
aristolochene synthase gene Aril sequence 
4543 


penicillin formation mutation 737 
penicillin formation vacuole 665 
Pentapeptide 
cyclic antiinflammatory integrin mediated 
adhesion 20352 
procollagen collagen fibronectin inflamma 
tion fibrosis 9941 
Pentoxifylline 
clin kinase DNA 8298 
PEP 


sugar phosphotransferase phosphoprotein 
HPr arginine 12325 
PEPCK 


gene promoter cAMP response element 
24976 


Pepsinogen 
secretion chief cell guanine nucleotide 
8491 


Peptidase 
cytochrome c reductase sequence potato 
18936 


dipeptidyl I proenzyme activation lympho= 
2458 


dipeptidyl IV active site residue 17247 

leader mechanism lysine serine role 
27349 

pilin leader methyltransferase cysteine 
Pseudomonas 15788 

signal biogenesis endoplasmic reticulum 
membrane 5201 

signal blood coagulation factor X 5735 

Peptide 

actin binding myosin smooth muscle 

2380 


aminoalc cAMP protein kinase 10713 

amyloid processing protease Alzheimer 
disease 16699 

anatonist integrin glycoprotein IIb Ila 
1066 


anchor residue histocompatibility antigen 
21309 


antibiotic hymenoptaecin honeybee se= 
quence nomenclature 7044 

antifreeze conformation charge activity 
16396 

antifreeze structure function steric hin= 
drance 16401 

binding class I surface plasmon 15425 
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binding domain protein hsc70 26049 
binding HIV virus receptor 15291 
binding specificity protein erd2 pH 7465 
calcitonin gene related regulation Oct 
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calmodulin binding selection bacteriophage 
library 23025 

CGRP calcitonin mRNA splicing tissue 
8366 


core length amphiregulin biol activity 
18835 

D enantiomer antigenicity immunogenicity 
26279 

elastin regulation neutrophil elastase 
16513 

factor XIIla derived inhibition transgluta> 
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minase 

FN CHII cell adhesion 15859 

gastrin releasing receptor internalization 
20285 


glycosylated antibacterial sequence Droso> 
phila 14893 

glycosylation acetylgalactosaminyltransfer= 
ase substrate specificity 10029 

hirudin conformation thrombin complex 


20318 
H2Dk antigen membrane conformation 
22830 


ICAM 2 integrin adhesion 21474 

ICAM2 glycoprotein endothelial cell adhe= 
sion 17513 

influenza virus infectivity membrane 
fusion 26886 

inhibitor affinity labeling kinase A 13043 

insulin like sequence Leydig cell 26668 

internalization class II MHC complex 
14360 

lactate dehydrogenase conformation im= 
munogenicity 25285 

laminin cell spreading 8053 

leader adenosylmethionine decarboxylase 
mRNA translation 726 

lytic apolipoprotein model conformation 
membrane 22112 

metab Thermococcus formaldehyde ferre= 
doxin oxidoreductase 13592 

model amyloid precursor protein 26571 

myristoylated NADPH oxidase assembly 
neutrophil 18593 

myristoylated pseudosubstrate inhibitor 
kinase C 1982 

parathormone related cAMP PGE1 1174 

phosphorylation beta adrenergic receptor 
kinase 7825 

phosphorylation protein kinase A pH 
7747 


prepn antiparallel coiled coil conformation 
19218 


ition selection alpha5betal integrin 
library 20205 

secretion selectivity lysosome 23856 

= antigen monoclonal IgM 


signal conformation aldehyde dehydroge= 
nase precursor 4759 
signal linker aldehyde dehydrogenase 
precursor 19906 
signal mutation factor X peptidase 5735 
site — protein disulfide isomerase 
1 
synthetic pe protein tyrosine 
kinase 25146 
thrombin receptor activation aminopepti> 
dase M 20741 
transit plastocyanin chloroplast import 
ificity 13869 
triple helical collagen melanoma adhesion 
14153 
YY receptor proximal tubule 20547 
See also Oligopeptides, Polypeptides, 
and Tripeptides 
Peptidoglycan 
compn Haemophilus 11594 24514 
crosslink cell wall Bacillus 18692 
lanthionine allocystathionine Escherichia 
metabolic engineering 26827 
methicillin resistant Staphylococcus 
26268 
Peptidomimetic 
farnesyltransferase inhibitor antitumor 
prepn structure 20695 
inhibitor farnesyltransferase oocyte frog 
18415 
Peptidyl 
ne oes binding hsp90 protein 


Peptidylchloromethylketone 
inhibitor urokinase conformation domain 
interaction 17211 
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Peptolide 
cyclosporin synthetase substrate specificity 
comparison 20452 


Perfused 


liver butanediol isomer metab 20185 


Perinatal 


development liver protein degrdn 1610 
Periodontitis 
lys gingivain kininogen fibrinogen Porphy= 
romonos 7935 
Peripheral 
myelin protein PMP22 Schwann cell 
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Periplasm 
LAO protein conformation dynamics Sal= 
monella 11348 
protein pIf proteolysis phage fl 5488 
— I serine sequence Escherichia 


Periplasmic 


domain aspartate chemoreceptor Salmo= 
nella 19991 


Permeability 


calcium cAMP pH speract 22408 
membrane cAMP cGMP deriv 6316 
membrane peptide inhibitor kinase C 
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selectivity cation calcium channel gluta= 
mate 13026 

transition pore metal mitochondria cyclos= 
porin 1005 

transition pore mitochondria physiol effec= 
tor 21939 

transition pore modulation mitochondria 
liver 1011 


Permease 


mannitol kinetic modeling numerical 
analysis 17850 

melibiose sugar transport aspartate role 
3209 3216 

xanthine gene sequence regulation Asper= 
gillus 23376 


Permissive 


activation protein kinase C threonine 
17559 


Peromyscus 
alc dehydrogenase gene deletion cDNA 
24933 


Peroxidase 


activity superoxide dismutase radical 
formation 4099 

arom donor oxidn essential histidine 
22292 

cytochrome tryptophan mutation aniline 
deriv 20037 

glutathione gene oxygen responsive ele= 
ment 26904 

glutathione gene selenocysteine insertion 
element 11463 

glutathione phospholipid hydroperoxide 
leukotriene metab 6288 

lignin crystal structure 4429 

lignin oxygen formation veratryl alc 241 

lignin Phanerochaete ligninolysis 12274 

manganese kinetics mechanism Phanero= 
chaete 20064 

NADH recombinant form Streptococcus 
Escherichia 3161 

redn iodide radical mediator 8503 

site rc, iodide thioanisole oxidn 
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Peroxide 
calcium homeostasis phosphorylation 
hospholipase Cgamma2 3357 
endothelium phospholipase D 930 
a pene truncated form mechanism 


Peroxidn 
lipid heart ischemia reperfusion lazaroid 
4145 


Peroxisome 
assembly factor 1 gene mutation 12631 
branched chain acyl CoA oxidase 10335 
fatty acid oxidn ym! hepatocyte 9593 
hydroxyacyl CoA dehydratase liver 21578 
— nuntieelestin receptor 


proliferator receptor gene sequence mouse 
26817 

proliferator response element COUPTF 
factor 19169 

proliferator response element gene Fabpl 
18345 


proliferator responsive element gene rat 
12939 
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Peroxygenase 
soybean mechanism fatty acid hydroperox= 
ide 1708 
Pertussis 
toxin activation ATP 12570 
toxin alpha2 adrenergic vasopressin calcium 
60 


toxin binding lipopolysaccharide 1488 
toxin glutamate 129 NAD glycohydrolase 


Pervanadate 
T cell activation 5886 
Petroselinum 
tyrosine decarboxylase isoenzyme sequence 
expression 2189 
Petunia 
flower glutamate decarboxylase cDNA 
sequence 19610 
PF4 


uaternary structure solvent effect 9223 
PGE1 
parathormone related peptide cAMP 
1174 
protein phosphatase adenylyl cyclase 
3245 


PGE2 
EP3 receptor isoform desensitization 
9517 


formation macrophage phospholipase A2 
2187 

formation osteoblast phospholipase A2 
2865 

interleukin 1beta procollagen gene fibrob= 
last 10364 


macrophage metalloproteinase extracellu= 
lar matrix 8170 
PGHS 
osteoblast cAMP protein kinase C 25643 
PGH2 


TXA2 receptor coupling Gq protein 
26011 


Pglycoprotein 
transport opiate multidrug resistance 
ovary 16059 
PGM 
proteoglycan core protein sequence chick 
14461 


Pgpl 
homing receptor gene sequence mouse 
12235 


H 
aldose reductase nucleotide binding kinet= 
ics 25494 
dependence gelsolin function calcium 
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DNA polymerase I fidelity processivity 
13462 


indicator extrusion cell protein 21493 
modulation metmyoglobin axial coordina= 
tion 24012 
protein erd2 peptide binding 7465 
protein kinase A kinetics peptide 7747 
speract calcium permeability cAMP 
224 


hage 
pe library integrin alphadbetal pep= 
tide 20205 
fl pI protein membrane domain 5496 
fl protein pf proteolysis periplasm 5488 
G4 oric protein binding 8026 
lambda BNA pate mere initiation Escher= 
ichia 4821 
lambda phosphoprotein phosphatase 
17754 


lambda protein cI promoter interference 
8 

lambda replication gene grpE protein 
25192 

lambda repressor tetramer dimer equil 
3938 


Mu amplification DNA replication 23997 
phi29 connector RNA binding domain 


20198 
phi29 DNA polymerase essential aspartate 
24106 


phi29 DNA polymerase fidelity 2719 

P1 protein ParB binding site 3616 

P22 coat protein gene mutation 9358 

P22 repressor operator DNA structure 
18975 

= baa protein refolding GroE 


T4 Sone deaminase zinc con= 
T4 Snes kinase active site 
74 pres meine filament assembly 7904 


richia channel phosphate efflux 
17775 


J. Biol. Chem., Vol. 268, 1993 


by — deletion mechanism recombina= 


tion 


T7 DNA polymerase dGTPase Escherichia 
20046 

T7 nucleotide hydrolysis helicase primase 
27198 

T7 RNA polymerase transcription elonga> 
tion 5849 

T7 SP6 RNA polymerase specificity 
19299 

434 repressor Cro operator recognition 
23812 


Phagocyte 
NADPH oxidase reconstitution recombi= 
nant protein 14256 
Phagocytosis 
yeast macrophage myosin phosphorylation 
16883 


Phanerochaete 
lignin peroxidase ligninolysis 12274 
manganese peroxidase kinetics mechanism 
20064 


Phase 
monoglucosyl glyceride diglyceride Achole= 
plasma membrane 16198 
Phenobarbital 
induction cytochrome P450 gene rat 
21722 


induction liver glutathione anion transport 
10836 


Phenol 
ee mechanism intermediate 
4134 
Phenotype 
chondrocyte transforming growth factor 
culture 5156 
drug resistance lipophilic antifolate 4556 
Phenyl 
butylnitrone photolysis nitric oxide forma= 
tion 11520 
Phenylalanine 
aminocyclopropane carboxylate malonyl= 
transferase mung 25389 
B helix elephant myoglobin NMR 14826 
hydroxylase histidine iron binding liver 
8046 


oxidn eye lens aging 12348 
P glycoprotein membrane drug resistance 
19965 


role steroid monooxygenase lyase activity 
18267 


Phenylalkylglucosinolate 
biosynthesis 27154 
Phenylarsine 
oxide T lymphocyte signal transduction 
23697 


Phenylcyclopropylamine 
interaction lysyl oxidase 11580 
Phenylimidazole 
nitric oxide synthase inhibition 9425 
Pheochromocytoma 
arachidonate acetylcholine release Botuli= 
num toxin 11057 
tyrosine hydroxylase gene nicotine 23704 
variant neurotransmitter transporter 
23891 
Pheophytin 
electron transfer QA copper inhibition 
1684 
Pheromone 
mating processing Kex1p carboxypeptidase 
Saccharomyces 
receptor G protein coupling yeast 8070 
PhiX174 
virus gene A protein 23830 
Phoneutria 
neurotoxin Tx1 cDNA sequence 15340 
Phorbol 
acetate tetradecanoy] transcription protein 
kinase 9122 
ester adenylate cyclase protein Gs 3829 
ester cAMP gene sprl human 10977 
— —— peptide calcium HL60 
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<a chloride secretion cAMP 
1 


ester glucose transporter om hydroxy= 
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ester kinase C calcium binding 3715 

ester liver interleukin 6 receptor 4250 

ester lysophospatidate chimaerin protein 
p2irac 10709 

ester myelopoiesis protein kinase C 
20110 

ester quinone reductase gene rat 19875 

ester stromelysin gene RNA factor 7196 

= toxicity thymoma protein kinase 
16124 

ote enon factor NFE2 binding 
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Phosphatase 


acid aspartate function substrate protona= 
tion 20778 


ae aa coated vesicle adaptor 

acid prostatic tartrate complex structure 
20744 

alk cation site alteration Escherichia 
21497 


= Sites disulfide Escherichia 8146 
human choriocarcinoma cell UAS 


a 4003 
alk isoenzyme surface loop conformation 
25409 


alk transport endocytosis membrane cho> 
lesterol 3150 

ArcB protein signal transduction tran= 
sphosphorylation 23972 

— activated protein yeast growth 


ceramide liver membrane 22150 
= | aac channel protein kinase 


EGF - kinase 13050 
—_— ~ masA sequence Klebsiella 


fructose phosphofructokinase gene liver 
glucagon 22540 

glucose gene mouse sequence 21482 

HVH1 inactivation ERK protein kinase 
16116 

inositol polyphosphate liver 6161 

inositol polyphosphate placenta 4968 

— trisphosphate calcium release 
10997 


mitogen activated protein kinase tyrosine 
2507 

nuclear inhibitory polypeptide kinase A 
13172 

phosphatidate regulation sphingoid base 
Saccharomyces 13830 

— phospholysine brain 
762 

sheatiinaitian bacteriophage lambda 
17754 

phosphoprotein gene PPG sequence Sac> 
charomyces 1349 

a cca contg 

2816 

phosphoprotein sodium channel brain 
27355 

phosphoprotein 2A activation ceramide 
15523 

phosphoprotein 2A isoform rabbit Xeno= 
pus 7 

phosphoprotein 2C calmodulin kinase II 
133 

phosphotyrosine binding tyrosine PDGF 
receptor 21478 

phosphotyrosine growth factor signal 
transduction 26409 

phosphotyrosine mRNA splicing growth 
_ factor 25376 





p assocn ins! 
receptor substrate 11479 

protein adenylyl cyclase beta2 adrenergic 
3245 


protein amino acid uptake insulin 15246 
protein fixL Rhizobium oxygen 4370 
protein histidine 18513 

~— inhibitor interleukin 1 formation 


protein insulin receptor structure 7917 

protein kinase C T cell 21066 

protein nuclear factor kappaB transloca> 
tion 26805 

protein subunit cDNA sequence human 
15267 

protein Sulfolobus 6505 

protein type 2C sequence Leishmania 
17155 

protein tyrosine angiotensin 26037 

protein tyrosine Autographa 4728 

protein tyrosine CD45 antigen domain 


protein tyrosine dPTP61F Drosophila 
sequence 6839 

protein tyrosine gene transcription mono=> 
cytopoiesis 11845 

protein tyrosine hormone receptor signal= 
ing 22456 


protein tyrosine isoenzyme sequence rat 
19284 

protein tyrosine muscle IGF insulin 
25455 

protein te PTP PEST sequence 
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protein Pisces sequence cDNA Dict= 
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protein tyrosine serine sequence Nostoc 
7632 


protein tyrosine T cell activation 5886 

protein tyrosine 1B EGF receptor 23634 

protein 2A catalytic subunit methyltrans= 
ferase 19192 

RPTPbeta tyrosine sequence 10573 

signal transduction tumor necrosis factor 
2141 

tartrate resistant acid uteroferrin gene 
6896 


tyrosine growth factor receptor 13434 
tyrosine isoform sequence Drosophila 
23964 


tyrosine leukocyte antigen receptor distri= 
bution 26503 

tyrosine receptor like protein adhesion 
16101 


tyrosine receptor nervous system 24880 

tyrosine regulatory vol decrease 19919 

tyrosine scatter factor receptor 18176 

tyrosine transcription factor activation 
interferon 6593 

2A inactivation protein kinase 11193 

2A inhibition hsp70 gene induction 1436 

Phosphate 

acetoxymethyl ester prepn biochem 6316 

ATPase phosphorylation Flavobacterium 
20590 


calcium cytotoxicity hepatocyte mito= 
chondria ATP 3384 

carrier yeast translocation mitochondria 
25958 


efflux Escerichia channel colicin ATP 


group ATP ATPase interaction site 3156 

inositol metab Dictyostelium 4009 

metal transport Acinetobacter proton 
symport 19377 

oxidative phosphorylation enzyme mito= 
chondria 9343 

sodium — protein epitope map= 

ing 13356 
seeee also ADP, AMP, and ATP 
Phosphatidate 

acetyltransferase platelet activating factor 

4001 


activation phosphatidylinositol phospholi= 
pase C 20845 

diglyceride NADPH oxidase activation 
neutrophil 23843 

phosphatase regulation sphingoid base 
Saccharomyces 13830 

phosphohydrolase fibroblast proliferation 
23924 


phosphohydrolase neutrophil superoxide 
25302 


Phosphatidic 
acid inhibition phospholipase D 8480 
Phosphatidylcholine 
flippase liver canalicular plasma mem= 
brane 3976 
formation defect liver lipoprotein metab 
24990 


membrane ~~ os phospholipase C 
NMR 2 
metab digivceride protein kinase C 21519 
Phosphatidylethanolamine 
membrane Escherichia ubiquinone electron 
transport 24824 
methyltransferase cDNA sequence liver 
rat 16655 
methyltransferase gene pmtA sequence 
Rhodobacter 16002 
methyltransferase mitochondria contact 
site 25985 
Phosphatidylglycerol 
cardiolipin oe anne 
synthase CHO cell 
phospholipase C cyclic Grananiiiaie 
formation 14109 
protein translocation membrane Escheric> 
hia 17069 
Phosphatidylglycerophosphate 
synthase cardiolipin phosphatidylglycerol 
CHO cell 22908 
Phosphatidylinositide 
kinase platelet activation protein Rho 


Phosphatidylinositol 
acetylglucosamine deacetylation stimula= 
tion GTP 9718 
bisphosphate isomer blood platelet 13773 
contg glycolipoprotein membrane anchor 
sequence 6689 
glycosyl myristate Trypanosoma 9215 
ao pancreas membrane potential 
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kinase assocn interleukin 4 receptor 
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kinase azido nucleotide photoaffinity 
Saccharomyces 24083 

kinase histamine secretion FcepsilonRI 
basophil 25846 

kinase insulin cfos transcription 14597 

kinase insulin glucose uptake 15246 

kinase insulin IRS 1 4391 

kinase insulin phosphotyrosine protein 
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kinase IRS 1 7358 

— insulin receptor complex 
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kinase isoform nucleotide Saccharomyces 
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kinase isoform T cell activation 10780 

kinase PDGF lovastatin 22227 

kinase p85 SH domain 5361 

kinase p85 subunit structure epitope 
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kinase signal interleukin 2 receptor 6765 
kinase T lymphocyte kinase p56lck 
20031 
kinase Trk receptor 22963 
kinase tyrosine phosphorylation insulin 
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linked VCAM gene sequence mouse 8835 
phospholipase C activation G protein 
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phospholipase C activation phosphatidate 
20845 

phospholipase C inositol phospholipid 
hydrolysis 1735 

phospholipase C isoform functional domain 

phospholipase C regulation G protein 
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specific phospholipase C peanut 17794 
ag ae activation protein kinase 
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apolipoprotein B liver microsome 25168 
Phosphatidylserine 
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charomyces 24580 

decarboxylase sequence mutation Saccha= 
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dependence calcium binding kinase C 
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phospholipid membrane factor VIII V 
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synthase mitochondria contact site 25985 
translocation autologous mitochondria 
ATP 7069 
transmembrane migration platelet granule 
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Phospho 
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cherichia 22490 
protein HPr deamidation Escherichia 
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Phosphocholine 
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1 
phosphoethanolamine cytidylyltransferase 
comparison liver 7458 
Phosphodiesterase 
alk nucleotide MAFP liver FGF 27318 
cAMP dopamine D1 receptor 14757 
cAMP sequence mRNA muscle human 
12925 
cGMP activation mechanism retina 3328 
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cGMP cDNA sequence lung cattle 22863 
a= inhibited cyclic nucleotide sequence 
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cGMP interaction transducin 23611 
cGMP subunit inhibition transducin 
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cGMP transducin GTPase activity en= 
hancement 26358 

cyclic nucleotide activation calmodulin 
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cyclic nucleotide isoenzyme sequence 
cattle 645 
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—- gene glucocorticoid receptor 
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vation 3791 
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lucocorticoid 12952 
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Phosphofructokinase 
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assocn phospholipase A2 heart 9892 

fructose bisphosphatase recombinant 
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25302 


Phosphoinositde 
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phospholipase C brain 25184 
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A cytosol tumor necrosis factor 11290 
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A phosphorylation activation protein 
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A2 exocytosis acrosome 13962 
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Cc oe signaling Gh protein 
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C norpA gene Drosophila 15994 
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tidate 20845 
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D transformation fibroblast 23924 
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muscle myosin minifilament stabilization 
protein 16578 

muscle proliferation growth factor macro> 
globulin 18340 

muscle proteoglycan vessel 18740 

muscle tropomyosin caldesmon myosin 
ATPase 12317 

— autocrine migration factor 
13301 

“a protein PS4e induction 


Smubp2 


DNA binding protein sequence human 
17463 


Snake 


sarafotoxin cDNA sequence 3052 


Sodium 


amino acid cotransporter sequence pig 
1509 


ATPase conformation kidney 15588 

butyrate cell differentiation cmyc elonga= 
tion 20466 

calcium exchange blood platelet 6874 

calcium exchange heart amide 200 

calcium exchange heart mitochondria 938 

calcium exchanger ankyrin heart 11489 

calcium exchanger ATPase autoinhibitory 
domain 17120 

calcium potassium exchanger inactivation 
rod 12449 

channel amiloride receptor intestine ep= 
ithelium 7856 

channel Sate depolarization 9824 

channel NA splicing development 
brain 18648 

channel neurotoxin binding brain 17114 

channel serine phosphorylation dephos= 
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